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Total reads Reads Percentage Reads Percentage

WT_Mat_reads 478,021 (100%) 298,342 62.41% 72 0.02%

WT_Pat_reads 110,608 (100%) 39 0.04% 81,756 73.92%

S9A_Mat_reads 1,385,314 (100%) 940,839 67.92% 113 0.00%

S9A_Pat_reads 230,041 (100%) 121 0.05% 121,679 52.89%

S43A_Mat_reads 330,666 (100%) 238,195 72.03% 19 0.00%

S43A_Pat_reads 40,127 (100%) 57 0.14% 11,488 28.63%

DM_Mat_reads 3,268,195 (100%) 2,298,752 70.34% 72 0.00%

DM_Pat_reads 282,563 (100%) 283 0.10% 139,229 49.27%
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