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Cpa_cpFBPase1_Contig53396-snap LIVLLSSISTACKQIASMVGEDQKKLDVVSNDVFKLGRMGIIASEEEDPD-----AGNYVAVFDPLDGSSNIDAAVHPC-ILPDGVDVLQPGENLKVAGYCMYSSSTMLVLTIT-GVVGFTLDPMIGEFVMTHPNIVCPEDGNIYSFNEGNFFAWDKELQDYINHVKNGKPWSLRYIGSLVADIHRTLLYGGIYGYPGDK
Cpa_cyFBPase_Contig11350-abini PTQ-LRSLLMG---LADL--EAQIKLDVLSNELFILCRARVLASEEEDVI-VDSAEDECFAVFDPLDGSSNLDLNITVGSIFGVYTHVLRRGRDLICAGYAMYGSSCML-LTFGDQV-GFTLDTLIG-FLLTHPAIRMPSTGTIYSINESAAASWDPVITSVIKQCKEKF--NARYVGSMVADMHRTLLKGGVFIYPADS
  Apr_cpFBPase1_XP_011398191.1 VAIVISSIALACKQIASLVGEDQKKLDVVANDVFALGRIGTLASEEEDPVSVEGSSGDYIVVFDPLDGSSNIDAGISVGSIFGVYCNVCKAGSELLVAGYCLYSSSTVLVLTVGDGVVGFTFDALVGEFILSHPDIKVPDKGKIYAFNEGNYGRWEQGVKDYIDSLKDGTPYSARYIGSLVGDFHRTLLYGGIYGYPADT
   Apr_cyFBPase_XP_011400401.1 LTVLLNAITVGCKFVASA-GEDQKKL-----DLVAFGQCAVLVTEEEEPI-IRPERGEYCVVFDPLDGSSNIDCGVSIGTIFGIYSDVLRPGRDMVAAGYCMYGSMTYLMLSTGRGVSGFTLDPSLGEFVATHRDLVMPPRGSIYSINEGNAAMWD-ATSAYVAEKKRGKPYSLRYVGSMVADVHRTLLYGGVFLYPADA
  Bpr_cpFBPase1_XP_007509205.1 HAIVLQSISVACKQIASLVGEDQKKLDVISNDVFCLGRTGVIASEEEDPVAVEETGGNYVCVFDPLDGSSNIDAAVSTGSIWGIYCNVCQPGENLVSAGYCMYSSSTILVISVGDGVFGFTLDSAVGEFIMTHERIQIPKSGKIYSFNEGNYDMWTPGLKQYMDSLKTGKPYSARYIGSLVGDFHRTMLYGGIYGYPGDA
  Bpr_cpFBPase2_XP_007512791.1 L---LVAIANACAEISER-G-VQKKLDVFCDDVFELLHSKAYFSEERSKMAKSGDGASFVVVADPLDGSRNADINIPVGSIFGIYEVVLKPGRELIAAGYAHYGKATSFVCV-GPNACEFCLDEK-KEFKLVKDKITIPERGQVYSLNDAREP-WPSGLKKYID-VRRGKKYSARYICALTADFHRTIQEGGWCGNPRS-
  Bpr_cpFBPase1_XP_007509936.1 LVIVINSIAIACKQIMSLVGDEQKKLDVIANDIFLVGRSSVIVTEEEDPVATNVGNGDYVVTFDPIDGSSNIDACVTTGAIFGIYCNANQSGENLVAAGYCMFSSSCVFMITTGHGVFGFTLDEQIGEFVMSHEKLQIPD-G-IYSGNNGNVQLWAPELREYVKKLQTGDPWSYRYIGALIGDFHRTLLYGGIWLYPPDV
   Bpr_cyFBPase_XP_007510822.1 LIRLMAKIASACTEISDA-GEEQMKLDIYSHDVFVCNSCVGLISEEVEYI-LREGEKKYIVAFDPLDGSSNVAYGVSVGSIFSVFGEVPQTGRNVMCAGYCVYGSSTDLVIATRKNVVGWTLDPSSNTYVKTRADISIPQRGKIYSINEGYEHKFSEGMKRYIRDCKE-SSMTARYVGSMVADVHRTLLAGGTFHYPL--
  Cre_cpFBPase1_XP_001690872.1 LATVISSVSLACKQIASLVGEDQKKLDVVSNEVFKLGRTGVIASEEEDPVAVEETSGNYIVVFDPLDGSSNIDAGISVGSIFGIYCNVCQPGSRLKCAGYCLYSSSTIMVLTIGNGVFGFTLDPLVGEFVLTHPNVQIPEVGKIYSFNEGNYGLWDDSVKAYMDSLKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDA
Cso1228_cpFBPase1_CSI_12280000 LT-------------AS--GEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEETSGEYVVVFDPLDGSSNIDAGISVGSIFGIYCNA---GKELLCSGYTLYSSSTVLVLTVGNGVFGFTLDPLIGEFVLSHPNIRIPEKGKIYSFNEGNYGSWSKEQQEYIDSLKDGKPYSSRYIGSLVGDFHRTLLYGGIYGYPGDA
Cso1228_cyFBPase_CSI_122800009 LTVLLNAIGVGCKFVASA-GEDQKKLDVIANEVFKLGQCCILITEEEDPI-IEKERGIYIVVFDPLDGSSNIDCGVSVGTIFGIYADVLRPGTEMVAAGYCMYGSMAYMMITTGNGVAGFTLDPTLGEFVITHPRVQVPPRGTIYSINEGNAANWD-ATTKYVENCKSGKPYSLRYVGSMVADVHRTLLYGGIFMYPADK
Cso1230_cpFBPase1_CSI2_1230000 LA---------T--IGSLVGEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEETSGEYVVVFDPLDGSSNIDAGISVGSIFGVYCNVCQAGNELLCAGYTLYSSSTILVLTVGKGVYGFTLDPLIGEFVLSHPDIKIPEKGKIYSFNEGNYNSWTKEQQAYIDSLKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDA
Cso1230_cyFBPase_CSI2_12300000 LTVLLNAIGVGCKFVASA-GEDQKKLDVIANEVFKLGQCCILITEEEDPI-IEKERGIYIVVFDPLDGSSNIDCGVSVGTIFGIYADVLRPGTEMVAAGYCMYGSMAYMMITTGNGVAGFTLDPTLGEFVITHPKVQVPPRGTIYSINEGNAANWD-ATTKYVENCKSGKPYSLRYVGSMVADVHRTLLYGGIFMYPADK
Cso1412_cpFBPase1_CSJ00005697- LA---------T--IGSLVGEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEETSGEYVVVFDPLDGSSNIDAGISVGSIFGVYCNVCQAGNELLCAGYTLYSSSTILVLTVGKGVYGFTLDPLIGEFVLSHPDIKIPEKGKIYSFNEGNYQLWSKEQQAYIDSLKDGKPYSSRYIGSLVGDFHRTLLYGGIYGYPGDA
Cso1412_cyFBPase_CSJ00003447-R LTVLLNAIGVGCKFVASA-GEDQKKLDVIANEVFKLGQCCILITEEEDPI-IEKERGIYIVVFDPLDGSSNIDCGVSVGTIFGIYADVLRPGTEMVAAGYCMYGSMAYMMITTGNGVAGFTLDPTLGEFVITHPKVQVPPRGTIYSINEGNAANWD-ATTKYVENCKSGKPYSLRYVGSMVADVHRTLLYGGIFMYPADK
  Cva_cpFBPase1_XP_005848342.1 LAAVISSIATACKQIGSLVGRHLKKLDGAGSGAAALGRTGVIASEEEDPVAVEETSGEYVVVFDPLDGSSNIDAGISVGSIFGIYCNVCQAGNELLCAGYTLYSSATILVLTVGKGVYGFTFDPLIGEFILSHPNIRIPDKGKIYSFNEGNYQMWSEEQKKYIDSLKYGKPYSSRYIGSLVGDFHRTLLYGGIYGYPGDA
   Cva_cyFBPase_XP_005845821.1 ---------------AGM-GEDQKKLDLVANEVFKLGQCCILITEEEEPI-IEEPRGDYVVVFDPLDGSSNIDCGVSVGTIFGIYSDVMRPGTEMVAAGYCMYGSMSYMMITTGKGVAGFTLDPTLGEFVITHPKVQVPSRGPIYSINEGNAVNWD-ATKKYVEACKAGKPYSLRYVGSMVADVHRTLLYGGIFMYPADK
   Czo_cpFBPase2_Cz01g04250.t1 L---VNAIQAGVKAIAGK-G-KQKKLDVVANEIFKLAC-GVLASEEDDAIVVRQHAGRYVVVFDPLDGSRNIDAAIPTGTIFGVY-SVLQPGHQLLMSGYALYSSATMLVIT-GQGTHGFTLDPQSGEFVLTHPNIRIPQRGQIYSVNDARYH-WPRGLQQYID-IRMQHPYSARYICSLVADFHRTLLYGGVAMNPRE-
   Czo_cpFBPase1_Cz04g03070.t1 LATVLSSISLACKQIAAAVGEEQKKLDVISNDIFSLGRTGVIASEEEEPIAVEETSGNYIVVFDPLDGSSNIDAGISVGSIFGIYCNVCQPGKNLLAAGYCLYSSCHVLVLTIGDGVFGFTLDPYIGEFILTHDRIKIPDAGKIYSFNEGNYELWDDSVKQYMDSLKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDA
Dsa_cpFBPase1_Dusal.0106s00008 LATVIASIALACKQISSLVGEDQKKLDVVSNEVFALGRTGVIASEEEEPIAVEESSGNYIVVFDPLDGSSNIDAGISVGSIWGVYCNVCQPGKDLKCSGYCLYSSSTTIVLTVGHGVWGFTLDPAIGEFVLTHRDVKIPEKGKIYSFNEGNYNLWNDDLRAYMEHVKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDK
  Mco_cpFBPase1_XP_002505568.1 LAVVLSSVSIACKRIASLVGEDQKKLDVVSNEIFCLGRTGVIASEEEDPVAVEETNGNYVVVFDPLDGSSNIDAAVSTGSIFGVYCNVCQPGNNLLAAGYCMYSSSCILMLTVGHGVYGFTLDPSIGEFVLSHEDVKIPEKGKIYSFNEGNYVNWEPGLKEYMDALKKGKPYSARYIGSLVGDFHRTMLYGGIYGYPGDA
  Mco_cpFBPase1_XP_002505565.1 LAIIVNNIAVACKKISNLVGDEQKKLDVISNDIFCMCRANMIVTEEEDPLRVE-ASGDYIVCFDPIDGSSNIDAAVTTGSIFGIYCNARKSGEELVCAGYVMYSSSTVMMLTVGDGVYGFTLDTSTGEYVLSHDDVKIPDPG-IYSGNNGNVDKWAPEMKAYVRYLQLAKPYSYRYIGALVGDFHRTLLYGGIWLYPPDK
  Mco_cpFBPase2_XP_002499881.1 L---LVALA-ASRELART-G-DQRKLDVVADDIFALGG-RWYSSEETDPLELDA-NGTMVVCCDPLDGSRNIDCNIPVGSIFGVYLQCTQPARAQVAAGYAHHSGATTLVLA-GDTAVEFVLDDD-GAFVVAADPLRCPPRGQIYSLNDARFD-WPEGLRRYVV-ARRGKQYSARYVCSLVGDFHRTMKYGGWCGNPR--
   Mco_cyFBPase_XP_002506051.1 LCILLQSIATSCKYIQNC-GEQQMKLDVIAHDVFTLKRC-MLISEEEEAI-CTSSNGRYVC-FDPLDGSSNIDCCVSVGSIFGVYADVLRPGKEMVAAGYCMYGSACTMVLTVGGNVRGFTLDPSLGEFVLTHPKIKCPPSGATYSVNEGNSRYWG-GMRRYVDHVKYEKPHALRYIGSMVADVHRTLLYGGTFSYPGDS
  Mpu_cpFBPase1_XP_003056260.1 LAIVLSSVALACKQIASRVGEDQKKLDVVANEIFCLGRTGVIASEEEDPVAVEETAGNYVVVFDPLDGSSNLDAAVSTGSIFGVYCNVCQSGNNLQAAGYCMYSSSTMLVLTVGDGVYMFTLDASIGEFVMSHERVRIPERGRIYSFNEGNAKNWSEGLKRYADDLRAGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDA
  Mpu_cpFBPase1_XP_003063679.1 LSIIINSIAVACKKISSLVGDEQKKLDVISNDIFCIARSAIVVTEEEDPVA-SEASGDYIVTFDPIDGSSNIDAAVTTGSIFGIYCNTRKSGEELVCAGYVMYSSSTVAMISVGHGVYGFTLDWTTGDFVLSHDDVKLPNPG-IYSGNQGNVEKWAPELRKYVDKLQE---YSYRYIGALVGDFHRTLLYGGIWLYPPDA
  Mpu_cpFBPase2_XP_003063661.1 L---LAALA-ACVEISKT-G-KVKKLDVLANALVRLGC-RYYASEEEKVVELDS-GGAFVVACDPLDGSRNLDASLPTGTIFGVHAHALQRGSALVAAGYASYSSATNLVVA-AGGATEFTLSET-AQFKRV-GILSCPPRGQTYSLNDARFA-WPQGLQKYVA-VREKKKYSGLYVGSLVTDFHRTLKHGGWCGNPR--
   Mpu_cyFBPase_XP_003057094.1 LSILIQSIATSCKYIQNC-GETQMKLDVVANDVFVL--TTVLVSEEIEPV-CKPSAGRYV-VFDPLDGSSNVDCGVSVGSIFGIYEDALQPGKCMVAAGYCMYGSYCNFVLTGGH-VHGFTLDPSLGEFILTHPKITVPKRGSIYSVNEGNTQFWD-GMKTYVERCK-AEPRGARYIGSMVADIHRTLLYGGTFSYPSDR
  Mne_cpFBPase1_XP_013899573.1 LATVLSSISVACKQIAAAVGEEQKKLDVISNDIFSLGRTGVIASEEEEPIGVEETSGNYIVVFDPLDGSSNIDAGISVGSIFGVYCNVCQPGKNLLAAGYVLYSSCTILVLTIGDGVYGFTLDPYVGEFVLTHDRIQIPEKGKIYAFNEGNYELWDDATRSYIDSLKKGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDK
  Olu_cpFBPase1_XP_001416538.1 LAVVLSSIGLACKQIASLVGEDQKKLDVISNDVFCLGRTGVIASEEEDPVAVEETGGNYVVVFDPLDGSSNIDAAVSTGSIWGIYCNVCQPGNNLLCAGYCMYSSSTILVLTLGEGVYGFTLDPTVGEFIMSHDNIKVPESGKIYSFNEGNYDMWTPGLKKYMDSLKTGKPYSARYIGSLVGDFHRTILYGGIYGYPGDS
  Olu_cpFBPase2_XP_001417955.1 ----L--ISRGAKSIRGL-G-SQQKLDVVANDIFKLGG-KYYASEEDDPVVLNV-DGGYVVCIDPLDGSRNIACNVPVGSIFGVYANAVQPGREQVAAGYAHYSGATTLVLA-GDEGPAVEYTLF-GEFAVANKRMSCPPRGQVYSLNDARFD-WPEGLKSYIN-IRNGSQYSARYICSLVGDAHRTLIYGGWCGNPR--
  Olu_cpFBPase1_XP_001422674.1 LAIALNSVAIACKRVRALVGDEQKKLDVIANDVFVLGRASVIVTEEEDPIAVERASG-YIVTFDPIDGSSNIDACVTTGSIFGVYCNSLQSGEALVAAGYCMYSSSCVFVLTTGDGVAQYDFDENVGEFVCSKERVTIPD-G-IYSGNNGNVNLWAPELKDYVAHLQKGKPWTYRYIGALIGDFHRTLLYGGIWLYPPDT
   Olu_cyFBPase_XP_001419675.1 -------M-KACVRIGGF-G-EQAALDDAAHEV--LGRC-WIASEEED---VTANDGRIAVVFDPLDGSSNIECGVGVGTIFGLVSHVARPGRDMSTVGYVLYGASMVLVLSFG--VCAFTYDADRDAFVLTKRDIRIPESGNVYSVNQANYK-WDDATRAYIDEC--SK--SLRYIGSMVADVHRTLLYGGTFHYPACS
  Ota_cpFBPase1_XP_003077945.1 LAVVLSSIGLACKQIASLVGEDQKKLDVISNDVFCLGRTGVIASEEEDPVAVEETGGNYVVVFDPLDGSSNIDAAVSTGSIWGIYCNVCQPGSNLLCAGYCMYSSSTILVITIGQGVFGFTLDPTVGEFIMSHENIKVPDSGKIYSFNEGNYAMWSDGLKKYMDSLKTGKPYSARYIGSLVGDFHRTILYGGIYGYPGDA
  Ota_cpFBPase2_XP_022838959.1 L---LVALA-ASEELADA-G-SQQKLDVVANDIFKLGG-RYYASEEEAPACLNE-SGKFVVCIDPLDGSRNIACNVPVGSIFGVYENATQAGSEQVAAGYAHYSGATTLVLA-GDDGPAIEYTLH-GNFEVANARMSCPPRGQVYSLNDARFD-WPEGLKEYVT-VRNKKQYSARYICSLVGDFHRTLIYGGWAGNPR--
  Ota_cpFBPase1_XP_003082905.2 LAIALNSVAVACKRVRALVGDEQKKLDVLANDVFVLGRCSTIVTEEEEPIACERSNG-YVVTFDPIDGSSNIDACVATGSIFGVYCNSLRSGESLVAAGYCMYSSSAVFVLTIGDGVYQFDYDVNCGEFLMSKERMMIPD-G-IYSGNNGNVDLWAPELKAYVTHLQNGKPWSYRYVGALVADFHRTLCYGGIWLYPPDA
   Ota_cyFBPase_XP_003080995.2 AAIV-RAL-RTCAKIGRF----------VHGEAHELGSS-WIASEEED-VAANPR-GRIAVVFDPLDGSSNIECGVGVGTIFGLVESVARPGNDMRSVGYVMYGASTILVLSMST-VCAFTYDESLDAFVLTKANIRIPTSGNVYSVNQANYR-WDDVMRAYIDECS-KK--SLRYIGSMVADVHRTLLYGGTFHYPADA
           Osp_cpFBPase1_54446 LAVVLSSIGLACKQIASLVGEDQKKLDVISNDVFCLGRTGVIASEEEDPVAVEETGGNYVVVFDPLDGSSNIDAAVSTGSIWGIYCNVCQPGNNLLCAGYCMYSSSTILVLTIGQGVYGFTLDPTVGEFIMSHDNIKVPESGKIYSFNEGNYGMWSEGLKKYMDSLKDGKPYSARYIGSLVGDFHRTILYGGIYGYPGDS
           Osp_cpFBPase2_32079 L---LVALA-ASKELAGE-G-EQQKLDVVANDIFKLGG-RYFASEEEDPCQLND-GGEYIVCIDPLDGSRNIACNVPVGSIFGVYASALQPGREQVAAGYAHYSSATTLVLA-GDSGPAVEYTLV-GEFRVANEDMRCPSRGQIYSLNDARFD-WPEGLRSYIT-VRNEKSYSARYICSLVGDAHRTFIYGGWAGNPR--
           Osp_cpFBPase1_43222 LAVALNSIAVACKRVRALVGDEQKKLDVVANDVFVLGRAGVIVTEEEDPIAVERVSGGYVVTFDPIDGSSNIDACVTTGSIFGVYCNAKQSGEALVAAGYCMYSSSCVFVLTVGDGVYQFDYDDASGEFLMTRERVQIPD--RIYSCNNGNVNLWEPELKEFVEYLQDGKPWSYRYIGALVADAHRTLWYGGLWLYPGDS
            Osp_cyFBPase_59046 EASVVRAL-RACAKIGRV-G------------AHALGKC-WIASEESE--IVRPE-GR-LAVFDPLDGSSNIECGVGVGTIFGVVG-AKRPGRDMRSVGYVLYGASTVLVLSFG--VCVFTYDDARDAFVLTRENVKIPETGGVYSVNQ--ANKWN-ASTAYIDEC--AATKTLRYVGSMVADVHRTLLYGGTFHYPADA
            Psp_cpFBPase1_3559 LATVISSIALACKQIGSLVGEDQKKLDVVSNTVFALGRTGILASEEEDPVAVEETSGDYVVVFDPLDGSSNIDAGISVGSIFGVYCNVCKAGNELLAAGYCLYSSSTVLVLSIGQGVWGFTFDPLVGEFILSHPDIKIPQEGKIYAFNEGNYNGWTPDLQSYIDSLKDGSPYSARYIGSLVGDFHRTLLYGGIYGYPGDT
   Psp_cyFBPase_XP_002948170.1 LDDIFN-LCSRLLTVTTTPGEQ-KKLDVVANEVFKL-GQAVLVTEEEEAL-VSESKGDYCVVFDPLDGSSNIDCGVSIGTIFGIYSDVTRPGNEMVAAGYCMYGSMTYLMLTTGDGVAGFTLDDFIGEFVLTHPKVKLPSSGSIYSINEGNAMHWD-ATTRYVAERK-SGKSSLRYVGSMVADVHRTLLYGGIFMYPADK
  Vca_cpFBPase1_XP_002948170.1 LATVISSVALACKQISSLVGEDQKKLDVVSNEVFKLGRTGIIASEEEDPVAVEETSGNYIVVFDPLDGSSNIDAGISVGSIFGIYCNVCQPGSRLKCAGYCLYSSSTVLVITIGNGVFGFTMDPLIGEFVLTHPNVRIPEVGKIYSFNEGNYAMWDESVRAYMDSLKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPGDK
  Ccr_cpFBPase1_XP_005713305.1 MTLLMSSIQLACKKISSLVGEEQKKLDVLSNEVLKLGKMGIIASEEEDPVVVDEVSGNYVAVFDPLDGSSNIDAGIATGTIFGIFCNTMQPGSNLVAAGYCMYSSSCMMVLTTGHGVNGFTLDPQIGEFVLTHPDMKIPERGNIYSFNEANEPAWDPILQKYVQNLKTNQRYSSRYIGSLVADVHRTILYGGVFGYPGDA
   Ccr_cyFBPase_XP_005712315.1 LTLLLAAVQLACKVTETC-GEDQKKLDIIANDTFKI-ERCVMVSEEDEAI-CTKSTGKYAIAFDPLDGSSNIDANVSIGTIFSIFDAASQPGRQMVAAGYAMYGSATNLVISVGTGVYGFTLDPSLGEFVLTHPDIKIPSRGKIYSVNEGNAKNWD-ATTEYIQSLKYKSSYSLRYIGSMVADVHRTLFYGGVFIYPADK
  Cme_cpFBPase1_XP_005537627.1 LAPLITATATAGKQIASLVGEEQKKLDVLTNEVLKLGKLGVLASEEENPVSLEEATGDFIAAFDPLDGSSNLDAAIATGTIFGVMCQTLQPGANLVAAGYILYSSSVIFMLSIGHGVQGFSLDPAIGEFVLTHPDVRVPERGKIYSFNEANSDNWDPVLQEYIRSMKK---YSSRYIGSLVGDVHRTLIYGGVFGYPGDK
   Cme_cyFBPase_XP_005537806.1 LTLLLSAVQLACKVIESC-GEDQKKLDVIANDTFKI-CAC-LVSEEEEAI-VDPSRGHYAVAFDPLDGSSNIDANVSIGTIFGIY-YMLQSGRSMVAAGYAMYGSATNLVFSTGETVNGFTLDPSLGEFVLTHPNMRCPPRGTIYSINEGNSRDWD-AVREFVQRMKYGKPRSLRYIGSMVADVHRTLLYGGVFMYPADS
   Cme_cyFBPase_XP_005535415.1 LVAVFMAISVAVKRVGVL-H-SAASLEQAANRVWVLQRS-VLVSEDDPPLVI-NAQGKFVV-FDPLTGRAQPPCG-EMGAIFGIFQDVLQPARQLVGAGYALYGPAVLLYVS-GAG-QAFTLDGAMNEWIRTSPQVRIPICGHWYSLDEGSESLWDADLRSALH-KESGERRSLRRTGSMVADLHRVMLYGGVLLYPPCT
  Gsu_cpFBPase1_XP_005703487.1 LT-VISSIQFACKKIASLVGEEQKKLDILSNQVLKLGKMGVIASEEEDPVTVDESSGTYVAVFDPLDGSSNLDAAVATGTIFGIFCNTLQPGSRLLAAGYCMYSSSTMMVLSLGHGTHGFTLDPEVGEFVLTHPYMKIPKRGQIYSFNEANYHQWDPILQEYVEKLKTGKCYSLRYIGSLVADVHRTLLYGGVFGYPRDK
  Gsu_cpFBPase1_XP_005703442.1 LT-VINGIQFACKKIASLVGEEQKKLDVLSNEVLKLGKMAVIASEEEDPIMVEESSGNYVVVFDPLDGSSNLDAGLPTGTIFGVFCNTLQPGRRLIAAGYCIYSSSTMLVLSLGNGLHCFTLDTEVGEFVLTRANIQIPQRGNIYSFNESNFYQWDKGVQDYIERLKKNQTYSARYVGSMVADVHRTILYGGIFGYPADK
   Gsu_cyFBPase_XP_005707946.1 LTLLLTSVQLACKVTDSC-GDLQQKLDVISNETFKI-KVAVMVSEEEEPI-VEKHRGKYGIAFDPLDGSSNIDSNVTIGSIFSIFEQIMQPGRKIVAAGYAMYGSATNLVLSFGNGVHGFTLDPSLGEFVLTHPNIRIPRRGKIYSVNEGNCKNWD-SVTQYIHSLKFKSPYSLRYIGSMVADVHRTLLYGGIFCYPADK
   Gsu_cyFBPase_XP_005709391.1 LIMLLASIAVAVKSVGSA----SEPLERLANETWILQRS-ILVSEDLEPVVV-SNQGKFAV-FDPLTGRSYPPCQ-EMGAIFGVF-DVMQPGRQMVAAGYALYGACTVLFLS-GSG-HGFTLDPALNEFILTHENVRIPYCGHIYSVNEGYCSLWKPEIRELIS---FGKERSLRYIGSMVADVHRTLLYGGIFMYFAHQ
      Pum_cpFBPase1_OSX71660.1 LQNLMASIQMACKKIASLVGEEQKKLDVLSNDVLKLGKLGIIASEEEDPIMVDELSGNYVAVFDPLDGSSNIDAGIATGTIFGIFCNVLQPGSNLVASGYCMYSSSCMMVLTTGRGVQGFTLDPQIGEFVLTHPSITIPPRGTIYSVNEANSPAWDPVLLAYIKSLKDGKPYSSRYIGSMVADVHRTLMYGGLFAYPSDT
      Pum_cpFBPase1_OSX75977.1 MTLLMASIQMACKKISSLVGEEQKKLDVLSNDVLKLGKLGIIASEEEDPVMVDEMSGNYIAVFDPLDGSSNIDAGIATGTIFGIFCNTMQPGSSLVAAGYCMYSSSCMMVLTTGAGVNGFTLDPQIGEFVLTHPNITIPKRGKIYSFNEANEPAWDPILREYISNLKTSTAYSSRYIGSMVADVHRTLMYGGIFGYPADK
       Pum_cyFBPase_OSX71615.1 LTMLLAAVQLACKVTETC-GEDQKKLDIIANDTFKI-KCCVMVSEEEDAI-CDRTTGKYAIAFDPLDGSSNIDANVSIGSIFAIYPEILQPGREMVCAGYAMYGSATNLVISMGEGVHGFTLDPSLGEFVLTDPNMRIPSRGKIYSVNEGNARMWD-ATTEYIKSLKYKA-YALRYIGSMVADIHRTLLYGGVFIYPADA
 Pum_cyFBPase_Pum0654s0006.1.p LTTLLSAVTFSVKTVGAM--------NVRANEAA-ITASSLLVSEECEPIAVSPG-GQYAV-FDPLTGLAEPPTQ-DMGAIFGIFADVLQPARQLVAAGYAVYGSSTMLVLT-GHG-DGFTLDPSLQEFVLTHPRLQVPFAGETYSINEGYASSFDER-TKLMLTKEEGAPRTCRYLGSMVPDVHRTLLYGGVFIYPAHA
 Pum_cyFBPase_Pum0229s0029.1.p LVTLLTSITLAVKTVGSM-A-SV--TDIIANDTWILDAC-VLVSEDLDPVVV-ESRGNYAV-FDPLTGLADPPAQ-DMGAIFGVFEDVLQPARNLIAAGYAVYGAATMVVLS-GSG-HGFTLDPTLSEFILTHENMQVPYSGRVYAINEGFSSKLDPKTQQMLK-LKDSTRT-CRYIGSMVPELHRTIIRGGVYIYPAHE
  Ppu_cpFBPase2_contig_3490.10 LR--LQNVAIEAEQIGPI-G-SQKELDVIANHAFKCGC-SVMASEEDEPVEIPSTIPSYVVCFDPLDGSRNIESSIPTGSIFGIY-NVLQPGINQVAAGYILFSSATQMVLT-GSGAHIFTVDWQ-RRFVCTSESIHMPKRGQVYSLNDARYF-WPKGLQDYID-IRQGKKYSARYVCSLVADFHRTLYTGGWAGNPRS-
   Ppu_cpFBPase1_contig_3540.6 MENLMAAIALACKKISSLVGEEQKKLDVLSNEVLKLGKMGIMASEEEDPVLVDELSGSYIAVFDPLDGSSNIDANIATGTIFGIFCGTMQPGTNLVASGYCLYSSACMLVLTFGNGVHGFTLDPTIGEFLLTHYDMKIPEDGKIYSFNEANEANWDPVMRDMLSRWKE---YSSRYIGSMVGDVHRTLMYGGIFGYPGDK
    Ppu_cyFBPase_contig_3402.5 LTLLLSGVQTACKIIESC-GEDQKKLDILANDVF-V-KVCIMVSEEEDPI-VDNATAKYAIAFDPLDGSSNIDANVSIGTIFSIFIAIMQPGSEMVVAGYCMFGSATNMVLTFNGGVHGFTLDNTIGEFLMTHPNISIPKDCHIYSVNEGNLILWD-QTTTYINKVKNKKPYSARYIGSMVADVHRTLLYGGVFMYPADK
Mpo_cpFBPase2_Mapoly0066s0105. L---LMHLQAACKRIAAL-R-VPKPLDIVSNDIIKLGN-AALASEEEDAVWFGD--GQYVVVFDPLDGSRNIDASIPTGTIFGIYENVLQPGSKLLASGYALYSSATMLCLT-GSGCHGFTLDTS-GEFVLTHPNLHIPKRGQIYSVNDARYY-WPAGLRRYID-IRQGQPYSARYICSLVADLHRTILYGGIAMNPRS-
Mpo_cpFBPase1_Mapoly0047s0030. LTIVLNSIAVACKQIASLVGEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEESSGNYVVVFDPLDGSSNIDAAVSTGSIFGIYCNVCQPGSNLLSAGYCMYSSSVILVLSVGDGVYGFTLDPLYGEFVMTHDNIKIPKKGSIYSFNEGNYALWDDKLKKYIDSLKDGKPYSARYIGSLVGDFHRTMLYGGIYGYPADK
Mpo_cyFBPase_Mapoly0005s0291.1 LTILLNHIVLGCKFVCSA-GEEQKKLDVLSNEVFVLGRTNILVSEEDEAI-V-PERGRYCVVFDPLDGSSNIDCGVSIGTIFGIYQDVLKPGTAMVAAGYCMYGSSCTLVLSTGEGVNGFTLDPSLGEFILTHPLIRIPKKGKIYSVNEGNAKNWDEPTTKYVEKAKFSSPKSLRYIGSMVADVHRTLLYGGIFLYPADK
Mpo_cyFBPase_Mapoly0005s0291.2 LTILLNHIVLGCKFVCSA-GEEQKKLDVLSNEVFVLGRTNILVSEEDEAI-V-PERGRYCVVFDPLDGSSNIDCGVSIGTIFGIYQDVLKPGTAMVAAGYCMYGSSCTLVLSTGEGVNGFTLDPSLGEFILTHPLIRIPKKGKIYSVNEGNAKNWDEPTTKYVEKAKFSSPKSLRYIGSMVADVHRTLLYGGIFLYPADK
Ppa_cpFBPase2_Pp3c18_4950V3.1. L---MTHIQAACKHIASV-R---AKLDIVSNNIIKLGK-AAIASEEDDPIWFGE--GPYIVVFDPLDGSRNIDASIPTGTIFGIYANVMQRGERQVAAGYALYSSATIMAIS-GSGLHGFTLDYN-GEFVYSHHDIRIPERGQIYSVNDARYF-WPAGLRKYID-VRQRKQYSARYICSLVADLHRTIMYGGIAMNPRS-
Ppa_cpFBPase2_Pp3c22_22950V3.1 L---MTHLQTACKHISSI-R---ARLDLVSNNIIKLGK-AAIASEKDDPVWLGG--GPYVVVFDPLDGSRNLDATVPTGTIFGIYANVMQRGERLVAAGYVLYSSSTIMAIS-GSGLHGFTLDYT-GEFAYSHHDIRIPERGQIYSVNEAKYF-WPVGLRRYID-VRQRKQYSARFIGSFVADLHRTIMYGGIAMNPRS-
Ppa_cpFBPase2_Pp3c24_11070V3.1 M---MAHIQAACKHIAAI-R---D-LKSISNYIFQLGK-AAISSEEDEPIWFGD--GPYIVVFDSLDGFEDFDELTPTSTMFSIYANVMQRGDRLVAAGYTIYSSSTMMCFS-RTGLHGFTLDHD-GEFVLTHPDIQIPERGNVYSVDDGRYF-WPPGLRHYVD-IRQSQRYSARHVSSLVADLHRTILFGGIVMNPRT-
Ppa_cpFBPase1_Pp3c19_12890V3.1 LTIVLSSIALACKQIASLVGEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEESSGNYIVVFDPLDGSSNIDAAVSTGSIWGIYCNVCQPGSNLLSAGYCMYSSSVILVLSVGDGVYGFTLDPLYGEFVLSHDNIQIPKSGKIYSMNEGNYALWDDNLKKYVDSLKDGKPYSARYIGSLVGDFHRTMLYGGIYGYPRDS
Ppa_cpFBPase1_Pp3c7_15760V3.1. LTIVLSSISLACKQIASLVGEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEESSGNYIVVFDPLDGSSNIDAAVSTGSIFGIYCNVCQPGSNLLSAGYCMYSSSVILVLSVGHGVYGFTLDPLYGEFVLSHEEIKIPKSGKIYSFNEGNYALWDDKLKKYVDSLKDGKPYSARYIGSLVGDFHRTMLYGGIYGYPRDS
 Ppa_cyFBPase_Pp3c3_1090V3.1.p LTILLNNIVLGCKFVCSS-GEEQKKLDVLSNHVFILGRTNVLVSEENEAI-VESSRGRYCVVFDPLDGSSNIDCGVSIGTIFGIYADVLQPGTAMLAAGYCMYGSSCTLVLSTGAGVNGFTLDPSLGEFILTHPNIKIPKKGKIYSVNEGNAKHWDGT-TKYVENAKFSSPKSLRYIGSMVADVHRTLLYGGIFMYPGDK
Ppa_cyFBPase_Pp3c13_1900V3.1.p LTILLNNIVLGCKFVCSS-GEEQKKLDVLSNDVFILGRTNVLVSEENEAI-VEPSRGRYCVVFDPLDGSSNIDCGVSIGTIFGIYADVLQPGTAMLAAGYCMYGSSCTLVLSTGAGVNGFTLDPSLGEFILTHPDIKIPKKGKIYSVNEGNAKHWDGT-TKYVENAKFSSPKSLRYIGSMVADVHRTLLYGGIFMYPGDK
          Smo_cpFBPase2_D8RVB3 L---ILHLQGAVKEIAAL-R--APKLDIISASFY--RK-AVVASEEEDPVWIDDH-GPFVAVFDPLDGSRNIDASIPTGTIFGIYANVLQCGSRLVASGYALYSSATILCLT-GQGTQIFMLDRS-GEFKLVKPDVKVPERGQIYSVNDARYF-WPQGLRRYID-IRRGQPYSARYVCSLVADVHRTILYGGIAMNPRS-
          Smo_cpFBPase1_D8RW89 LTIVLSSIAVACKQIAALVGEDQKKLDVVSNEVFSLGRTGIIASEEEDPVAVEESSGNYIVVFDPLDGSSNIDAAVSTGSIFGIYCNVCQPGKNLLSSGYCMYSSSVIFVLTVGTGVYGFTLDPMVGEFVLTHDKIKIPDKGKIYAFNEGNYALWEPNLQSYINSLKDGKPYSARYIGSLVGDFHRTMLYGGIYGYPRDK
           Smo_cyFBPase_D8RRD1 LTILLSHIVLGCKFVCAA-GEEQKKLDVLSNEVFILGRANVLVSEENEEI-VETSRGRYCVVFDPLDGSSNIDCGVSIGTIFGIYDDVLRPGKEMVAAGYCLYGSSCMLVLSIGNGVHGFTLDPALGEFILTHPVMRVPRKGKIYSVNEGNAKHWDE--TKYVEIAKFSVPKSLRYIGSMVADVHRTLLYGGIFMYPADK
           Smo_cyFBPase_D8SBY7 LTILLSHIVLGCKFVCSA-GEEQKKLDVLSNDVFVLGRTNVLVSEELEAI-VEASRGKYCVVFDPLDGSSNIDCGVSIGTIFGIFNDVLKPGSEMVAAGYCMYGSSCTLVFSTGSGVNGFTLDPSLGEFILTHPDIKIPKKGKIYSVNEGNAKNWDE--TLYVENAKFSSP-------NMVADVHRTLLYGGIFMYPADK
           Smo_cyFBPase_D8QTD0 T---------NVQG---E------KLDVLSNDVFVLGRTNVLVSEELEAI-VEASRGKYCVVFDPLDGSSNIDCGVSIGTIFGIFNDVLKPGSEMVAAGYCMYGSSCTLVFSTGSGVNGFTLDPSLGEFILTHPDIKIPKKGKIYSVNEGNAKNWDE--TLYVENAKFSSPKSLRYIGFMVADVHRTLLYGGIFMYPADK
     Ath_cpFBPase2_NP_201243.1 L---LYHLQHACKRIASL-R---AKLDIVSNDIVLLGK-AVMASEENDPTWIKDD-GPYVVVVDPLDGSRNIDASIPTGTIFGIYLNSLQRGSRLVASGYVLYSSATIFCVT-GSGTHAFTLDHS-GEFVLTHQNIKIPTRGQIYSVNDARYF-WPEGLRKYID-VRQQNPYSARYICSLVADLHRTLLYGGVAMNPRD-
  Ath_cpFBPase1_NP_001190083.1 LTIVMSSISLACKQIASLVGEDQKKLDVISNEVFSLGRTGIIASEEEDPVAVEESSGNYVVVFDPLDGSSNIDAAVSTGSIFGIYCNVCQPGNNLLAAGYCMYSSSVIFVLTLGKGVFSFTLDPMYGEFVLTQENIEIPKAGRIYSFNEGNYQMWDDKLKKYIDDLKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPRDA
      Ath_cyFBPase_NP_175032.1 FTILLSHIVLGCKFVCSA-GEEQKKLDVLSNDVFVLGRTSVLVSEEDEAT-VEPSRGKYCVVFDPLDGSSNIDCGVSIGTIFGIYDDVLKPGNEMVAAGYCMYGSSCMLVLSTGTGVHGFTLDPSLGEFILTHPDIKIPNKGNIYSVNEGNAQNWDGT-TKYVEKCKFSPAKSLRYVGSMVADVHRTLLYGGIFLYPADK
       Fan_cyFBPase_ABW38332.1 FTILLSHIVLGCKFVCSA-GEEQKKLDVLSNEVFVLGRTCILVSEEDEAI-VEPSRGKYCVVFDPLDGSSNIDCGVSIGTIFGIYGDVLQPGKNMVAAGYCMYGSSCTFVLTTGSGVHGFTLDPSLGEFILTHPNIKIPKKGKSYSVNEGNAKNWDGT-AKYVEKCKFSPPKSLRYIGSMVADVYRTLLYGGIFLYPGDK
      Fan_cpFBPase1_ABW38330.1 LTIVLSSISLACKQIASLVGEDQKKLDVVSNEVFSLGRTGIIASEEEDPVAVEESSGNYIVVFDPLDGSSNIDAAVSTGSIFGIYCSVCQPGSNLLAAGYCMYSSSVIFVLTVGKGVYAFSLDPMYGEFVLTQEKVQIPKAGKIYSFNEGNYQLWDDKLKKYIDDLKDGKPYSARYIGSLVGDFHRTLLYGGIYGYPRDQ
      Fan_cpFBPase2_ABW38331.1 L---FHHIEYACKRIAAL-R---AKLDILSNEIILLGK-AVMASEEDDPVWISDD-GPYVVVTDPLDGSRNIEASIPTGTIFGIYLNSLQAGTRLVAAGYVLYSSATIFCTS-GSGTHAFTLDHS-GDFILTHPSLKIPPRGQIYSVNDARYF-WPEGLRKYID-VRQRYPYSARYICSLVADLHRTLLYGGVAMNPRD-
            Dvu_FBPaseI_A1VD23 FTTLLNDLVLSAKIISRS-G-LVQKLDEFANRVLIMGAVCAMASEENAIIVP-KLRGDYVL-FDPLDGSSNIDVNINVGTIFSILADVLQPGYEQVAAGYILYGPSTMLVFS-GQG-HGFTLDPSVGEFLLSHPDMSIPERGRIYSINESYWWDEPTR--EYFK-DHNGKPYSLRYVGSLVADFHRTLLYGGIFMYPMDY
            Ava_FBPaseI_Q3MCI4 LSALMNRIALAGKLVARR-G-SVKKMDVYANDVFIFGLVCRLASEEMDYYIP-NCVGRYTL-YDPIDGSSNTDTNLSLGSIFSI--DLLTNGRKQIAAGYILYGPSTMLVYT-GKG-HSFTLDPSLGEFILSEENIRIPDHGAVYSVNEGNFWQWEESMREYIR-VHRTEGYTARYSGAMVSDIHRILVQGGVFLYPGTV
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Cpa_cpFBPase1_Contig53396-snap KNPNGKLRLLYECAPMGFILEQAGGAATGKGRIMTVKPEKVHQRLPTFLGSKK-VE
Cpa_cyFBPase_Contig11350-abini K-------------------------------------------------------
  Apr_cpFBPase1_XP_011398191.1 KNKTGKLRLLYECAPMSYLAEQAGGLGTGTQRVLDLVPEKIHQRVPLFCGSKS-VE
   Apr_cyFBPase_XP_011400401.1 KNTKGKLRLLYEGYPMAYLIEQAGGRADERERLLLREPEDIHDRAPVYLGSCEDVD
  Bpr_cpFBPase1_XP_007509205.1 KNPTGKLRLLYECAPMSFLAEQAGGAGDGTGRVLKINPEKVHQRVPFFTGSVE-VA
  Bpr_cpFBPase2_XP_007512791.1 -----HLRVVYECNPLAFVAKACGGRADGERDILDILPADFHEKTPLFAGSSEDIA
  Bpr_cpFBPase1_XP_007509936.1 KATEGKARLLYEVAPIAMIAEQANGMAMADERVMEVKPMSIHQKSPMFVGSNS-VL
   Bpr_cyFBPase_XP_007510822.1 ----GKLRMLYECFPMALMIEVAGGLSDTGSNTLDSAVESIHERGAIHLGSKENMD
  Cre_cpFBPase1_XP_001690872.1 KNKNGKLRLLYECAPMSFIAEQAGGLGTGQERVLDVNPEKVHQRVPLFIGSKK-VE
Cso1228_cpFBPase1_CSI_12280000 KNPNGKLRLLYECAPMSMICEQAGGAGTGFQRVLDI--------VP-----TK-VE
Cso1228_cyFBPase_CSI_122800009 KSPDGKLRVLYECFPMAFLVEQEF-------------------------GCK----
Cso1230_cpFBPase1_CSI2_1230000 KNPNGKLRLLYECAPMSMICEQAGGAGTGFQRVLDIVPTKVHERQPLFVGSKW-VE
Cso1230_cyFBPase_CSI2_12300000 KSPSGKLRVLYECFPMAFLVEQAGGKATGTSRTMEIMPTSIHGR---------QAA
Cso1412_cpFBPase1_CSJ00005697- KNPNGKLRLLYECAPMSMICEQAGGAGTGFQRVLDIVPTKVHERQPLFVGSKW-VE
Cso1412_cyFBPase_CSJ00003447-R KNPNGKLRVLYECFPMAFLVEQAGGKATGTARTMEMVPTSIHGRAPIYLGSKEEVE
  Cva_cpFBPase1_XP_005848342.1 KNTNGKLRLLYECAPMSMIAEQAGGKGTGFQRVLDIVPEAVHQRVPLFCGSKW-VE
   Cva_cyFBPase_XP_005845821.1 KNPKGKLRVLYECFPMAMLVEQAGGKATGTQRSLETMPDSIHDRAPIYLGSKEEVE
   Czo_cpFBPase2_Cz01g04250.t1 -----HLRLVYEANPMAMLVEQAGGRGDGKRRILDIPPTKLHQRLPLFLGSPDDIA
   Czo_cpFBPase1_Cz04g03070.t1 KNKNGKLRLLYECAPMSMIAEQAGGTGTGQERVMDIVPTKVHQRVPLFVGSPK-VE
Dsa_cpFBPase1_Dusal.0106s00008 KNPNGKLRLLYECAPMSFLAEQAGGKGTGKRPCLEIMPEKVHQREPLFIGSKH-VE
  Mco_cpFBPase1_XP_002505568.1 KNANGKLRLLYECAPMSFIAEQAGGMGTGRGRVLDIRPEEVHQRVPFYTGSRE-VQ
  Mco_cpFBPase1_XP_002505565.1 SAPQGKARLLYEVAPMGFLAEQAGGMACAEKRVMEVVPEQIHQRSPMFVGSSK-VR
  Mco_cpFBPase2_XP_002499881.1 ----PHLRWQFEVAPLAFVARAAGAIADGTNDVMADGPSAAHERTPLFVGSVDDVA
   Mco_cyFBPase_XP_002506051.1 KSPNGKLRLLYECFPMAYIMERAGGAADGTQRILDVCCTGIHQRHPIHMGSEEDVE
  Mpu_cpFBPase1_XP_003056260.1 KNPNGKLRLLYECAPMSFIAEQAGGMGTGTGRVMDVEPSEVHQRVPFYVGSAK-VQ
  Mpu_cpFBPase1_XP_003063679.1 SAPEGKARLLYEVAPMGFLAEQAGGLAMADKRVMEVVPQHIHQRSPMFCGSKD-VE
  Mpu_cpFBPase2_XP_003063661.1 ----PHLRTVYEANPLAFIARACGGAADGSGATLNKTVSGVHDRAPLFIGSREDVE
   Mpu_cyFBPase_XP_003057094.1 KHPDGKLRLLYECFPMAMIVEKAGGKADGCGRILDIKPTSIHQRQGIHLGSVEDVD
  Mne_cpFBPase1_XP_013899573.1 KNANGKLRLLYECAPMSMIAEQAGGLGTGTERVMDIVPTKVHQRVPLFVGSPA-VR
  Olu_cpFBPase1_XP_001416538.1 KNPNGKLRLLYECAPMSFIAEQAGGMGTGKERVLDVVPEKFHQRVPFFTGSKK-VQ
  Olu_cpFBPase2_XP_001417955.1 ----PHLRVVFEAAPLAFVARAAGAASDGIRTILDKKPTTLHERSPLFLGSCEDIA
  Olu_cpFBPase1_XP_001422674.1 SAPNGKARLLYEIAPISMIAEQAGGMSKANESVLDVVPKHIHEKSPMFVGSKSDLQ
   Olu_cyFBPase_XP_001419675.1 SNAQGKLRAVYECFPMAAIIERAGGLASGNDSVLSFVPSTAHSRMPFHCGSARDIE
  Ota_cpFBPase1_XP_003077945.1 KNPNGKLRLLYECAPMSMIAEQAGGKGTGVARVLDIVPEKVHQRVPFFVGSKN-VA
  Ota_cpFBPase2_XP_022838959.1 ----PHLRVVYEAAPLAFVARAAGAASDGLVDVLTKKPAELHERSPLFLGSTEDIA
  Ota_cpFBPase1_XP_003082905.2 KAKEGKARLLYEIAPCSMIVEQAGGMSKADERVLNVVPEHIHQKSPMFIGSSA-VK
   Ota_cyFBPase_XP_003080995.2 SNPNGKLRAVYECFPMSAIIERAGGLAA-DTRVLDFVPTSAHERMPIHVGSPADIE
           Osp_cpFBPase1_54446 KNPNGKLRLLYECAPMSMIVEQAGGKGTGTERVLDIVPDKVHQRVPFFVGSKN-VD
           Osp_cpFBPase2_32079 ----PHLRVVFEAAPLAFVARACGAAADGVNDVLAKTPASLHERAPFFVGSSEDVA
           Osp_cpFBPase1_43222 NAPEGKARLLYEIAPVSMLAEQAGGISKADERVLEVTPEHIHQKSPMFVGSAS-VR
            Osp_cyFBPase_59046 QNGKGKLRAVYECFPMSAVIERSGGMACGADPVLDIVPATVHARCPIHLGSARDVE
            Psp_cpFBPase1_3559 KNVNGKLRLLYECAPMSFLAEQAGGKGTGFERVLDIVPEAVHQRVPLFVGSTK-VE
   Psp_cyFBPase_XP_002948170.1 KNVKGKLRMLYECYPMAMLMEQAGGLADGARRMLDQPPSGIHDRSPISLGSKEDVD
  Vca_cpFBPase1_XP_002948170.1 KNKNGKLRLLYECAPMSFIAEQAGGLGTGVERVLDVNPEKVHQRVPLFIGSKK-VE
  Ccr_cpFBPase1_XP_005713305.1 KNPNGKLRLLYECAPMSFIVEQAGGIATGKDRIMDIIPNAVHQRMPLIIGSKD-VQ
   Ccr_cyFBPase_XP_005712315.1 KSPNGKLRLLYEAAPMAFLMEQAGGKATGKTEILDIVPEDIHQRVPVYMGSSEDIA
  Cme_cpFBPase1_XP_005537627.1 KNPNGKLRLLYECAPMAYLMEQAGGIATGKQRILDIVPRDVHQREPFICGSPR-VE
   Cme_cyFBPase_XP_005537806.1 KSKDGKLRYLYEAAPMAFLMEVAGGKATGREDILDVRPRHIHQRVPVFMGSAEDIE
   Cme_cyFBPase_XP_005535415.1 AQPQGHLKLLYEAGPLAFLVEQAGGRADGR-ALFDRRPTTLHERVPAYMGSVNDVE
  Gsu_cpFBPase1_XP_005703487.1 KNPNGKLRLLYECAPMSYLIEQAGGKANGAQRILDIIPNTTHERQPLILGSEE-VD
  Gsu_cpFBPase1_XP_005703442.1 KNVSGKLRLVYECAPMAYLVEQAGGKATGIENILDLTPKDIHERKPLILGSPA-IE
   Gsu_cyFBPase_XP_005707946.1 KNPNGKLRLLYEGAPMAFLMEQAGGKATGTENILDIQPHSIHQRTPVFMGSYEDVC
   Gsu_cyFBPase_XP_005709391.1 QWPNGKLKLLYEASPLAFIIEQAGGKATAL-RILDITPGSVHDRIQVVMGSYEDVE
      Pum_cpFBPase1_OSX71660.1 KNVNGKLRLLYECSPMSFLIEQAGGIATGKERVLDVIPSSVHQRVPLVLGSPE-VQ
      Pum_cpFBPase1_OSX75977.1 KNPNGKLRLLYECAPMSFLVEQAGGMSTGKERVLDVIPNAVHQRLPLILGSAD-VQ
       Pum_cyFBPase_OSX71615.1 KSPDGKLRLLYEAAPMAFLIHHAGGKSTGKEDILDVIPTGIHQRVPVYMGSPEDVA
 Pum_cyFBPase_Pum0654s0006.1.p GRPMGRLKLLYEAGPLAFVAEQAGGEATGR-PILDIQPESVHHRVPIILGSEDDVS
 Pum_cyFBPase_Pum0229s0029.1.p ARPQGRFKLLYEAGPLAFVVEKAGGQATGT-AILDIQPESLHHRVEVYMGSEDDIN
  Ppu_cpFBPase2_contig_3490.10 -----HLRLVYEANPLAFIAEQAHGRGDGKRRILEIQPAALHQRLPLFLGSSDDLN
   Ppu_cpFBPase1_contig_3540.6 KNKTGKLRLLYEAAPMSHIIEQAGGVSTGTERIMDLNPQAVHQRVPVILGSKN-VN
    Ppu_cyFBPase_contig_3402.5 KTANGKLRLLYEAAPMAMLLENAGGAASGAKRILDIVPSSIHQRVPVFMGSYNDIN
Mpo_cpFBPase2_Mapoly0066s0105. -----HLRLVYEANPLSYLVEQAQGKGDGKRRILDIEPTKLHERLPLFLGSPDDIL
Mpo_cpFBPase1_Mapoly0047s0030. KSKNGKLRLLYECAPMSYLAEQAGGKGDGYRRVLEIEPEQVHQRVPLFVGSTE-VE
Mpo_cyFBPase_Mapoly0005s0291.1 KSPNGKLRVLYEVFPMSFLVEQAGGQATGKQRALELVPTKIHERSPIFLGSYDDVE
Mpo_cyFBPase_Mapoly0005s0291.2 KSPNGKLRVLYEVFPMSFLVEQAGGQATGKQRALELVPTKIHERSPIFLGSYDDVE
Ppa_cpFBPase2_Pp3c18_4950V3.1. -----HLRLLYEANPLSYLVEQGGGKGDGKRRILEINPVETHQRLPLFLGSAADIA
Ppa_cpFBPase2_Pp3c22_22950V3.1 -----HSRLLYEANPLSYLVEQAGGRGDGKRRILEINPIEIHQKLPLFLGSAADVA
Ppa_cpFBPase2_Pp3c24_11070V3.1 -----QLHLIHEANAVSFLVENGGGQADGRRRILEIQPTHLHQRMPLFLGSSADVS
Ppa_cpFBPase1_Pp3c19_12890V3.1 KSKNGKLRLLYECAPMSYLAEQAGGKGDGHQRILDIQPEQVHQRVPLYVGSVE-VE
Ppa_cpFBPase1_Pp3c7_15760V3.1. KSKNGKLRLLYECAPMSYLAEQAGGKGDGHQRILDIQPEQVHQRVPLYVGSTE-VE
 Ppa_cyFBPase_Pp3c3_1090V3.1.p KSPKGKLRVLYEVFPMSFLVEQAGGQSTGKQRALELVPAHIHDRSPIFLGSSDDVE
Ppa_cyFBPase_Pp3c13_1900V3.1.p KSPKGKLRVLYEVFPMSFLVEQAGGQSTGKQRSLDLVPAHIHDRSPIFLGSYDDVE
          Smo_cpFBPase2_D8RVB3 -----HLRLVYEGNPLGFLMEDAGGKADGKRRILDIQPVELHQRLPLFLGSSEDVL
          Smo_cpFBPase1_D8RW89 KSKNGKLRLLYECAPMSFLVEQAGGKGDGSGRILDIKPEQVHQRVPLYIGSRE-VE
           Smo_cyFBPase_D8RRD1 KSPNGKLRLLYEVFPMAYLVEQAGGQATGKERALDVVPKKIHERSPIFLGSFEDVE
           Smo_cyFBPase_D8SBY7 KSPFGKLRVLYEVFPMSYLVEQAGGQATGKERALDLVPKHLHERSPIFLGSYDDVE
           Smo_cyFBPase_D8QTD0 KSPFGKLRVLYEVFPMSYLVEQAGGQATGKERALDLVPKHLHERSPIFLGSYDDVE
     Ath_cpFBPase2_NP_201243.1 -----HLRLVYEGNPLAFLVEQAGGKSDGKRGILSIQPVKLHQRLPLFLGSLEDVA
  Ath_cpFBPase1_NP_001190083.1 KSKNGKLRLLYECAPMSFIVEQAGGKGDGHSRVLDIQPTEIHQRVPLYIGSTE-VE
      Ath_cyFBPase_NP_175032.1 KSPNGKLRVLYEVFPMSFLMEQAGGQATGKKRALDLVPEKIHERSPIFLGSYDDVE
       Fan_cyFBPase_ABW38332.1 KSPNGKLRVLYEVFPMSFLLEQAGGQATGKERALDLVPKKIHERSPIFLGSYDDVE
      Fan_cpFBPase1_ABW38330.1 KSKNGKLRLLYECAPMSFIVEQAGGKGDGHSRVLDIQPTEIHQRVPLYIGSVD-VE
      Fan_cpFBPase2_ABW38331.1 -----HLRLVYEANPLSFLVEQAGGKGDGKNRILSIQPIKLHQRLPLFLGSLEDMD
            Dvu_FBPaseI_A1VD23 RHPDGKLRLMCEASPLAFLAEQAGGRADGS-RILDVCPGTLHERIPLFIGSARDVD
            Ava_FBPaseI_Q3MCI4 QNPEGKLRLLYESAPLAFLIQQAGGRATGL-DILDVVPKKLHQRTPLIIGSKEDVA
                         ruler .......210.......220.......230.......240.......250......


