
Supplementary material 
Supplementary TABLE S1: Primer sequences used for PCR or RT-qPCR assay 

 

 
The primers of plnA to laf were used to detect the the plantaricin-related genes in the 
five newly isolated strains. The primers HMPREF0424_1122 to 16S RNA were used 
to detect the virulence genes in G. vaginalis. 

 

Supplementary FIGURE S1: The plnA gene detection results of 5 strains. 
The sequencing results of the plnA(450bp) are the following: 



nAsTnttdSsTCTTACGCCCATCTATACGAAATATAACTTGAAAAACAGTTATT
CAATAAATCAATTACCATCCCCATTTTTTAAACAGTTTCTTTACCTGTTTAA
TTGCAGTTGCCCCCATCTGCAAAGAATACGCACTACTCTTTCCACCTACTA
TTTTTTGCATTTCCTTATTACTAAGTTGCTTCATACCTTTAATTTGAATTTTC
ATAATAATCACCTCGCTTTTAGGATAATGTGTTTTTGAAGTACGGAGGAAT
TATTTCTATTAACGTACATTTTTTAAATTTAAACGTGAATCACCATGAAAT
TCCAACTATGCTATCAATCAATATTTGATGAATGTCAAAGTCACTATTTTG
AATAGATCTTGATTACTTTGAACATACTTAGAGGATAAAATAACATTAACT
TAAGTGTAGCGCTAAAGAATTCAAGATAAACTCCCATTAGTAACTGTACA
AAA 
The similarity index of the five strains sequence to plnA sequence in NCBI was 
98.8%. 

 
Supplementary FIGURE S2: The plnB gene detection results of 5 strains. 
The sequencing results of the plnB(165bp) are the following: 
nBsTnttdSsGATATCTGCCACTGTAACACCATGACTGAGAATAAAGTCAGTG
TTAGCTATTTCAATCGTCAACTTAACCCCGCACTGTTTCGCATAAAAAAAC
TTCTGTACAACTAACCCGCGCAATATCTCATTCTTCAGATGCtGAACACTT
GCAAAGCTACCGTCATTTAGGCTAGCTCTGAAAACAA  
The similarity index of the five strains sequence to plnB sequence in NCBI was 
91.0%. 
 



 
Supplementary FIGURE S3: The plnC gene detection results of 5 strains. 
The sequencing results of the plnC(108bp) are the following: 
TATCGATAATCCAACGGTGCAATCCGCCGCTCCAGTGTCAAAAAAGATAA
CTCTTCATGAGTTGTAATAAATACAATTTGTGCACAAGGTAACTGCTGCCG
AATTTCATCTGCTCGA 
The similarity index of the five strains sequence to plnC sequence in NCBI was 
96.5%. 
 

 



Supplementary FIGURE S4: The plnD gene detection results of 5 strains. 
The sequencing results of the plnD(414bp) are the following: 
TGCATCGGAAAAAATTGCGGATACTTTTCTTCGAGCGCATTTAAATTTCCT
GGGAACTCAGCAACCTTATTAATAGCATGGAGTTGTACGCTGCCCGGACG
CAGTTTAGATGTACTCAACAAAATCACATCATCTAATGCGAGTGAAAAGT
ATCGCGTTCCTAACTTATAGTTAAAAACATCTTTGCGCTGACTATTAGTCT
TTTTTAATTCGTTCTGTACTACATTGATGTCCTTAATAATCCTTTGCGTAAT
TAGGTCAGCAGACTGGTCTTTCAAAATATAATCCAACGGTGCAATCCGCC
GTTCCAGAGTTACAAACGATAGCTCATCGTGTGTTGTAATGAAAACTATTT
TAGCCAATGGTATCGTtGCCCGAaTtCgACTGGCTAATTCAAGTCCAGTCTG
TTTTGTCCTCAA 
The similarity index of the five strains sequence to plnD sequence in NCBI was 
98.1%. 
 

 
Supplementary FIGURE S5: The plnEF gene detection results of 5 strains. 
The sequencing results of the plnEF(428bp) are the following: 
TCAGGTTGCCCGCAAAAAAAGCTTGCCAAAATATCTGGTGGTTTTAATCG
GGGCGGTTATAACTTTGGTAAAAGTGTTCGACATGTTGTTGATGCAATTGG
TTCAGTTGCAGGCATTCGTGGTATTTTGAAAAGTATTCGTTAATTTTCTTG
GGGGAGATCAACAATTATGAAAAAATTTCTAGTTTTGCGTGACCGTGAAT
TAAATGCTATTTCAGGTGGCGTTTTCCATGCCTATAGCGCGCGTGGCGTTC
GGAATAATTATAAAAGTGCTGTTGGGCCTGCCGACTGGGTCATTAGCGCT
GTCCGAGGATTCATCCACGGATAGTTCAAGCCATCAAGTTTAAGCACTAT
AAGAAAGCACTCGATTTATGACTGGGCCTGCAGTGCTCAGCcTTTTTAGTT
TATATGGGGGGAATTTAAAACTATGCCC 
The similarity index of the five strains sequence to plnEF sequence in NCBI was 
99.4%. 



 

 
Supplementary FIGURE S6: The plnI gene detection results of 5 strains. 
The sequencing results of the plnI(450bp) are the following: 
GCTTCGTTTATCCTTCCTCTAAGCATTGGAAGTTaTTGAGTaTCcTAAaTATT
GaAGATAAAATAGACGAGTAATCATCCATTCTGAATTCCTATAAATTATTG
TTTGCAGCACTACAATTTCAATTATCTCTGAAGTTTTGGGTTACGCTAAGA
GCTAGTCATATCGCTAGCTAAATTTCACGTCTTAACGCTATGCTAATATAC
TTTACGATCGAGTACTGTGCTTACTTTTTAGTCATTTTAATACTCATAAGAT
CACAATTAGAGCCCTACTCCAACTATCTTCAGCGCCTATATTATATAATCA
GATTTCATATTCATAACAAAAGAGCCCTGTCAAATAACACTGACAGAAGC
TCTAAATAATATTAAAAAACTAGTTGTCTCTCAACAACTtATtCAATtCCCG
CGACTTTCTAAACGAAGCCTTACACCTAATTTACCCGTCGAGA 
The similarity index of the five strains sequence to plnI sequence in NCBI was 96.1%. 
 



 
Supplementary FIGURE S7: The plnJ gene detection results of 5 strains. 
The sequencing results of the plnJ(475bp) are the following: 
TTAACGACGGGATGCTCTGCCAGCTTCGCCATCATAAAATCCTTTTCTTAA
ACTAGACCAGAAATTTTTCCAAGCGCCTCCCCCAACAACCCCGTTCAACTT
ATTATTAGAAATAGGTGCAAATGCATCTACTACATCCAAATCCTTAATCAT
TTTGTTCACAGTCATACCTCTCCCTTTACTGTAGCAGTTAAAAATGGTTCT
ATGCGCTACGTATTTTTAATGCACTTATTAATATACGCTACAATTTAAAAA
AAATTATTTTAAATTTGTTATCGTACTATTTAATCGATTTAACGTAACTTGA
AAGTTGAATGTCTGACGATCCCATAACATTAATGGGATTATTTTTGCTATG
ACGAATTGTTAAATTAAGTGCAATATTTTACCAAAGAAAACTTCACTTGGC
CTTTTTCATTtCAAGCTCTTACGTGGCGATTATTTAAATCTATGACTAATGT
GATATTCCCTTGATTAAA 
The similarity index of the five strains sequence to plnJ sequence in NCBI was 
98.8%. 
 



 
Supplementary FIGURE S8: The plnK gene detection results of 5 strains. 
The sequencing results of the plnK(246bp) are the following: 
TACTGCTGACGCTGAAAAGAATATTTCTGGTGGCCGTCGGAGTCGTAAAA
ATGGAATTGGATACGCTATTGGTTATGCGTTTGGCGCGGTTGAACGGGCC
GTGCTTGGTGGTTCAAGGGATTATAATAAGTGATAGAAATTGATTTCAAA
GAAAAATATTACCCGCTAGTGTTAGTGCTCTTTGTGGCTGGTTATATGGGT
GCGATCTTTCTTAATATTTATTTTGATTGGTTAGCAATGCTTACAGA 
The similarity index of the five strains sequence to plnK sequence in NCBI was 
97.7%. 
 

 
Supplementary FIGURE S9: The plnG gene detection results of 5 strains. 
The sequencing results of the plnG(453bp) are the following: 
CCTCGAAACCCATTCCCCCGTCCGCCGAGTGGCAAAAAAACTCATTGGCA
ATTCaAAGACGTGCCGAATATAGCCTAAAATAATTTCAATCGAAAGTCGTT



GACCTAAAACCGCCAATAAAAAATTCTGGGCATAAGTAAAGATAGCCTGA
AAGGTATAAAAAACGATTAGACCAATGGCCACCACTGCCAATGTACTGTG
CATATTATTGGGAATATAAGTATCAATCACCGCTTGTAAGAAATAAGACC
CACAGATACTAATAATCGTGATTAAAACTGCAGCAAGCACAATATTAATA
ACCAGTCGGCGCTGCTTTAATAAGCTTGGAATAAATCCCCATAGTGAGCC
CTTATCTTGCTTAACTGGCTTATATTCCGACTTCGGTGCAAAGAAAAGGGC
AACTCCGGACCATTCGCTTTCAAACCGTTCCTTTGACATACTGATTAACCG
CAA 
The similarity index of the five strains sequence to plnG sequence in NCBI was 
98.5%. 
 

 
Supplementary FIGURE S10: The plnN gene detection results of 5 strains. 
The sequencing results of the plnN(146bp) are the following: 
TACCTAAACCATGCCATGCACTCGAAGTTCCCTCTGCTaCcTTTCccAGCaAT
GTAAGGCTCTTGTACCACCATGTCTTAGAATAGTTTTCCACCtTCAACGGT
AGTCAAATCTTTTTCTGCCATTTCGATACCTAACCCGGCAATAGA 
The similarity index of the five strains sequence to plnN sequence in NCBI was 
95.4%. 
 



 
Supplementary FIGURE S11: The Plantaricin NC8 structural gene detection results 
of 5 strains.  
The Plantaricin NC8 structural gene of 5 samples was negative. 

 
Supplementary FIGURE S12: Plantaricin S structural gene detection results of 5 
strains.  
The Plantaricin S structural gene of 5 samples was negative. 



 
Supplementary FIGURE S13: The Plantaricin W structural gene detection results of 
5 strains.  
The Plantaricin W structural gene of 5 samples was negative. 

 
SupplementaryFIGURE S14: The entA gene detection results of 5 strains. 
The entA gene of 5 samples was negative. 



 
Supplementary FIGURE S15: The gasA gene detection results of 5 strains. 
The gasA gene of 5 samples was negative. 

 

Supplementary FIGURE S16: The laf gene detection results of 5 strains. 
The laf gene of 5 samples was negative. 
 


