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Supplementary material to “Metabarcoding reveals that a non-nutritive sweetener and sucrose yield similar gut

Table S1 - Operational Taxonomic Unit (OTU) table. “sn” are the samples that belong to the non-nutritive sweetener (NNS) group; ¢

microbiota patterns in Wistar rats”

Coa?

ss” are the samples that belong to the sucrose (SUC) group. The numbers indicate
the number of the rat in the box for internal annotation. Levels 1 to 7: from Domain to the species epithet.

Level | Level_2 Level_3 Level 4 Level 5 Level_6 Level 7 | ssl [sn [sn |ss [sn |sSS [SS [sn |[sn |ss2|ss2|ss |sn|sn|sn|sn|ss |ss |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 39 | 79|42 | 60| 15| 27 | 21|43 | 25| 43| 70 |59 | 10 1135|113 |42 | 14 | 64
acteri | oidetes ia idales ae a 92 1 1 9| 8 | 20 | 54 | 28 | 54 | 75 2 6 | 17 6|31 |14 | 36 0
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 11 |37 |27 | 94| 12 {91 |98 |31 |44 | 15| 30|19 | 25|14 |79 |22 | 10| 12| 10
acteri | oidetes ia idales ae a 10 | 91 | 08 | 40 | 85 | 32 0| 54|84 | 53| 44 |56 |92 |65|54| 34|96 | 70| 86
a 6 1 3

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 3032|1113 | 13|92 |19 |24 |13 | 14| 18 |24 | 20| 27 | 10| 14 | 25| 28 | 66
acteri | oidetes ia idales Ilaceae] fied 52 | 78 | 00 | 59 | 32 6| 31 7181 | 69| 42| 19| 16 4135|8619 2
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ [Prevotell | Unclassi 16 | 61 | 12 0| 10 3|56 0| 78| 22| 11 | 24 | 22 0| 45|17 0 6 | 13
acteri | oidetes ia idales llaceae] a] fied 46 8 42 1 5 3 0 3 6

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | Unclassi 54 | 44 | 33 | 37| 13|33 | 25|19 |59 | 21| 32|46 |31 |29 |61 |45|39 33|33
acteri | oidetes ia idales ae a fied 65| 54|18 |19 | 25 |45 | 77 | 73 |39 | 35| 71| 77 |81 |13 | 61 | 42 | 47 | 89 | 43
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 16 |12 |40 | 33| 29 (55|41 | 10|12 | 17| 22 |50 |59 |19 | 31| 13| 27 7111
acteri | oidetes ia idales ae a 29 | 67 1 71| 57 5 0| 53|01 7 4 9 3 2| 52 2 46
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 17 |21 |29 |19 | 82 |10 |20 | 29 | 99| 66 | 10 | 42 | 15 | 71 | 31 | 14 | 27 | 17 | 64
acteri | oidetes ia idales ae es fied 6 9 5 9 2 8 4 1 8 7 9 8 | 64 3
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | s_ sterc 32| 14 | 27 0 0| 46 0 178 2| 18| 18 | 77 | 14 | 37 | 45 | 65 | 16 | 58
acteri | oidetes ia idales ae a orea 58 | 95 3 04 2 4 7 5| 48 | 53 9 7| 10 6
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 47 0 0 0] 21 0 0 0]20 | 25 0| 13 4 0 3 5 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 26 | 57 | 65 0 4 0| 44 0] 19 0| 13| 74 | 60 0 0| 68 0] 16 | 62
acteri | oidetes ia idales fied 0 7 5 2

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 45 | 40 | 13 | 37| 15 | 24 1|42 |76 | 11| 46 |51 |62 | 10| 23| 43 | 63| 92 | 36
acteri | utes a iales fied 4 6 7119 | 59 3 8 3 6 0 1 8 8 0 0 0
a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Veillonellac | g_ Phascolar | Unclassi 64 | 88 | 22 0| 17|12 | 13|36 | 17| 17| 17 | 30 | 36 | 35 | 49 | 37 0] 11| 15
acteri | utes a iales eae ctobacterium | fied 4 3195 5 2 0 5 58 | 26
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g__ Prevotell Unclassi 19|27 |36 |84 | 18| 14 | 78 | 12 | 84 0| 66 |17 | 43 | 36 | 99 | 26 | 88 | 66 | 43
acteri | oidetes ia idales ae a fied 04 5 8| 33 1 61 6 0 9 5 2 4 1 4 3
a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | Unclassi 17 | 26 | 13 | 60 | 85 | 34 | 67 | 156 | 72 | 25| 11 | 18 | 37 | 56 | 23 | 24 | 24 | 26 | 75
acteri | utes cillales ceae llus fied 15 5 3 5 71|66 |84 41 82| 29 7 9 | 48 7189170 6 0
a 7

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 67 | 82|21 |34 | 58| 22|49 | 15|19 | 10| 34 |40 | 15|60 | 20 | 74 | 41 | 27 | 24
acteri | oidetes ia idales ae a fied 7 51| 94 192 6| 36 | 91 0 4 2| 71|62 72 9 3|43 |55
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 93 | 13| 57|38 | 10| 20| 13|11 |10 | 31| 13|17 |13 |19 | 25| 21| 15| 18 | 23
acteri | oidetes ia idales ae a fied 8 | 00 9 4| 48 |77 |13 |02 |06 | 19| 14 | 21 |49 |60 | 12 | 40 | 36 | 46 | 29
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 2 1 0 1 1 0 1 2 2 0 1 1 1 0 3 2 0| 4 3
acteri | oidetes ia idales ae a fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 19 (17 |76 | 11| 58 | 17 | 65 | 38 | 55| 34 | 93 | 30|31 |60 |29 |20 |59 | 36 | 22
acteri | oidetes ia idales ae a fied 61 | 98 0|45| 02|60 | 17 | 73| 36 | 12 7176 |64 |57 |48 |18 | 18 | 73 | 06
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 99 | 61 |64 |21 | 34| 32|97 |12 |19 | 78| 68|43 |60 | 11| 19 |53 |12 |32 |11
acteri | oidetes ia idales fied 9 2 1 5 4 6 3 9
a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g__ Lactobaci | Unclassi 12 | 13 2|22 4119 | 13 9 1] 90 | 31 0 0 0 0|20 |75 8| 11
acteri | utes cillales ceae llus fied 2

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | s_ copri 81| 13 | 11 6| 34| 28|47 |50 | 10| 23| 15|20 (91 |8 | 77|19 | 30| 21| 28
acteri | oidetes ia idales ae a 217511 02 | 27 2148 | 99 | 89 1 2 0| 28 5 6
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 12 | 97 | 13 0| 63| 56 0 0 0 0 0| 61 0 0|18 | 19 0 0 0
acteri | oidetes ia idales Ilaceae] a] fied 3 44 1 9 1 4 1

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_[Mogibacteri | g_ Mogibact | Unclassi 14| 0 2 2 0 5 0 0 5 0 0 2 3 0 0 1 0 5 1
acteri | utes a iales aceae] erium fied

a

k_B | p__Spiroc | c_ Spirocha | o_ Spiroch | f__Spirochaetac | g_ Trepone Unclassi 85 0 0| 37 0]37| 22 0 6 0 0 0| 45 0 0 3|49 0 1
acteri | haetes etes aetales eae ma fied 9 8

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 83 | 10 | 54 | 48 0 6|56 | 61| 22 5| 36| 18 | 14 0|61|25]|20 | 14|21
acteri | oidetes ia idales fied 5 8 0 1 1
a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_ B | p_WPS- Unclassified | Unclassifie | Unclassified Unclassified Unclassi 10 0 0 0 0] 16 0 0 3 0 0| 16 2 0 0 8 0 0 0
acteri | 2 d fied 2

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s__copri 40 | 17 | 31 9| 56|11 |16 |51 |38 | 36| 26 | 46 | 34 | 24 | 84| 14 | 22| 14 | 40
acteri | oidetes ia idales ae a

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 48 | 28 | 26 1| 49|14 |34 |36 |34 | 50| 35|71 (31|89 |73]|32]| 15 3|57
acteri | oidetes ia idales ae a 7 1 9 7| 48 7 7 1 7 2 1 3 5

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 19|18 (39 |67 | 39|41 |17 |32 | 77| 14| 39|34 |11 |92 | 13 |87 |14 | 12| 10
acteri | oidetes ia idales ae a fied 6 | 98 5 0 3 8| 26 6 6| 78 7 8| 95 8 | 62 0|18 | 02|37
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 19 | 68 | 96 | 79 | 53 | 42 | 42 | 15 | 43| 13| 14 | 33 |43 | 17 | 69 | 82 | 12 | 69 | 33
acteri | utes a iales fied 0 2 5 4 9 3 9 9 4 8
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 30 9|10 15| 14| 14|18 | 15| 23 9| 71|26 | 72|37 |12 | 35|66 | 14 | 54
acteri | oidetes ia idales ae a fied 1 5 2 2 1 5 4 3

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 34 |46 | 77 | 24| 12 | 41| 26 |49 | 11| 55| 50 | 43 | 91|16 | 26 | 10 | 17 | 18 | 12
acteri | oidetes ia idales ae a 8 4 11 | 69 8102|095 2 1 5 172 7|85 26 | 82
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 20| 41|13 (29| 10| 94|17 |11 |71 | 10| 12 |10 |22 |19 | 11 | 77 | 63 | 47 | 10
acteri | oidetes ia idales ae es fied 2 5197 5 1 3 1 7 2 7 0 1|53
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 46 | 10 | 67 | 47 0] 23|10 0|27 | 12 0| 39| 54 0 1|12 | 35 0 0
acteri | oidetes ia idales ae a fied 7105 5 6| 4 2| 10 1 1 43 3

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | Unclassi 26 | 10 | 16 0| 13|27 | 11 03| 15| 71 | 26 | 78 0 02133 0 0
acteri | oidetes ia idales ae a fied 9 8 7 2 8 6 8

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 11 |59 |53 | 18| 66 | 35|28 |10 | 10 | 60 | 78 | 16 | 13 | 23 | 10 | 23 | 68 | 98 7
acteri | oidetes ia idales fied 1 0 7 5

a

k_B | p__Proteo | c_ Epsilonpr | o_ Campyl | f__ Helicobacter | Unclassified Unclassi 12 |10 |10 |52 | 39|51 |27 |12 |69 | 48| 38|33 |85 |12 |12 |80 | 12| 83| 41
acteri | bacteria oteobacteria | obacterales | aceae fied 7 5 7 2 2 6 4

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 16 0] 17 0 0 2 1120 0 4 2 0 0 1 0 0 3|13 0
acteri | oidetes ia idales fied

a

k_B | p__Actino | c_ Actinoba | o_ Bifidob | f_Bifidobacter | g_ Bifidobac | Unclassi 14 |11 | 32| 83 1] 88 0141 19 1 3|53]|33 01| 49 1(13 |11 1
acteri | bacteria cteria acteriales iaceae terium fied 6 6 1 7

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 51 | 25 1|54 1 0 0] 33 0 0 0| 69 1 1135 3| 11 1 0
acteri | utes a iales fied 5

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Porphyromo | g_ Parabacte | Unclassi 26 | 15| 10 | 35 0|16 | 18|29 | 12| 13| 14 | 20 | 11 | 15| 13|32 | 24| 24 | 10
acteri | oidetes ia idales nadaceae roides fied 4 9 5 5 0 8 1 8 3 2 6 9 7 5 1 5 4 0
a

k_B | p__Firmic | c_ Bacilli o_ Turicib | f_ Turicibacter | g_ Turicibac | Unclassi 34 | 95 5|12 | 17 | 13 0| 61|13 0| 12 |26 | 30 | 17 | 32 4190 | 18 | 12
acteri | utes acterales aceae ter fied 7 7 66 9 4 3 2 6 0 9 8
a

k_B | p_Cyano | c__ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 56 | 11 | 28 | 15 | 43 3|84 0 0| 10| 12 0|21 78 0 0|47 |17 | 35
acteri | bacteria fied 1 6 9

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 9 0 6 3 1 3 3 7| 17 4 6 | 55 7127 |18 4121 12 6
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 78 | 52 | 30 | 96 | 59 | 69 | 92 | 18 | 11 | 98 | 43 | 21 | 25| 22 | 87 |60 | 72 | 62 | 65
acteri | utes a iales aceae ira fied 3 4 0 4 8

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 29 | 12 0| 87| 42 0| 18 0 0 0 0 0 3 0179 0|24 0 4
acteri | oidetes ia idales fied 3 7

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ YRC22 Unclassi 1520 |69 |92 | 15|27 |17 |77 | 12| 79| 34 |38 | 16 | 59 | 13 | 13 | 10 | 52 | 68
acteri | oidetes ia idales Ilaceae] fied 4 6 3 4 0 1 9 4 2 5 3 0 5
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 10 | 25|96 |23 | 24 | 24 | 96 | 13 | 40| 20 | 24 | 26 | 63 | 94 | 46 | 15 | 14 | 35 | 14
acteri | utes a iales aceae ira fied 6 8 8 9 7 4
a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f__Lactobacilla | g_ Lactobaci | Unclassi 14 | 89 113 | 21|17 |20 |10 | 24| 25| 39| 70| 10 | 73 9|75 15 41 23
acteri | utes cillales ceae llus fied 7 0 3 62 2 6 6 7 97

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | Unclassified Unclassi 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0
acteri | oidetes ia idales Ilaceae] fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 10 | 13 | 21 | 40 8|17 | 31 0|56 | 28| 16 120 |23 |33 0 0 0| 94
acteri | oidetes ia idales ae a fied 9 5 4 7 3 2 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Clostridiace | Unclassified Unclassi 29 | 11| 13| 24 | 58 | 15 0| 22| 43 2| 55|66 |66 |21 |34 7 (83|16 | 47
acteri | utes a iales ae fied 9 5 4 8 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | Unclassified Unclassi 23 | 38| 96 | 13| 56 | 26 | 24 9121 | 31| 22|64 |11 |18 | 75| 26| 36| 21 |27
acteri | utes a iales aceae fied 5 8 4 1 0 9 2 2 6 1 6 3 1
a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 12 | 62 | 63 0] 21| 73| 59 0|60 | 14| 12 | 13 |14 |53 |29 | 55|23 | 10 | 10
acteri | oidetes ia idales ae a fied 9 1 0 5 0 7
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 9 5 2 0 0 2 0|11 0 4 1 0 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Proteo | c_ Betaprote | o_ Burkhol | f__Alcaligenace | g_ Sutterella | Unclassi 35|11 |12 | 23| 31| 9 |33 |28|9 | 11| 20| 14|80 | 10| 28| 36| 17| 37 | 38
acteri | bacteria obacteria deriales ae fied 8 4 5 2 5 9 8 4 4 0 3 0
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Clostridiace | g__Clostridi Unclassi 5 2 0| 4 0 0 0 0] 11 0 0 2 2 5 0 1 0 0 4
acteri | utes a iales ae um fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | s_ flave 93 | 14 0 51| 84| 17 0 0|18 | 11| 40 | 41 | 32 0|84 |16 | 12| 15| 33
acteri | utes a iales aceae occus faciens 6 5 5 5 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 42 116 | 16 | 22 | 32| 35 | 28 01 33 8| 14| 32| 15|33 |31 |21 | 77| 13| 19
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | s_ reute 16 | 31 8|11 | 14 | 30| 13 |87 | 14| 45| 14 9 7 2 0212337 6
acteri | utes cillales ceae llus ri 2 0 3 0 0 3 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Blautia Unclassi 40 2 7 0| 31| 40 6 3 5| 41| 28 2 1|21 5 6 6 4 4
acteri | utes a iales ceae fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_Desulfovibri | g_ Desulfovi | Unclassi 5 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 1 1 0
acteri | bacteria eobacteria vibrionales | onaceae brio fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ p-2534- Unclassified Unclassi 17 0 0 0 0| 22 0 0| 77 0 0| 14| 70 0 0|12 | 17 | 46 | 37
acteri | oidetes ia idales 18B5 fied 7 9 9 2 0 8
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | s_ copri 12 3 4 0 7| 32 0 1 4 2 5 1|11 1| 26 8 5 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Proteo | c_ Betaprote | Unclassifie | Unclassified Unclassified Unclassi 3 0 0|81 23 0 0 0 10 5 0 0 0 0 0 0| 52 0 0
acteri | bacteria obacteria d fied

a

k_B | p__Proteo | c_ Epsilonpr | o_ Campyl | f_Helicobacter | g_ Flexispira | Unclassi 11 0|25 27 4 2|16 0 2| 13 0|10 | 15 7 2 3 3|17 0
acteri | bacteria oteobacteria | obacterales | aceae fied 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 66 0 3 1| 15| 22| 25 6 | 24 9 20 51| 23 0|35 |17 |19 2|32
acteri | oidetes ia idales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Verruc | c_ Verruco- | o_ WCHB | f_RFP12 Unclassified Unclassi 13 0 0 3 4| 16 3 0] 11 41 11|85 | 19 0 0132|1435 12
acteri | omicrobia | 5 1-41 fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 65 |21 |29 | 73| 17|21 |36 |20 |32 | 27| 37|33 |17 |20 | 57| 31|39 30| 40
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 71 |32 |13 | 26| 54| 35| 41 0|12 12| 12 |41 |24 |13 |17 | 16| 13| 15 | 14
acteri | oidetes ia idales fied 3 3 1 0 9 2 0 7 7 5
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 89 | 17 0|31 10| 72 0 0132 | 17 4 6 7 7 7129129 1|12
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 47 | 17 | 10 | 79 9|33(36 |7 |65| 52| 17|11 |19 | 15| 10| 35| 64 | 34 | 18
acteri | utes a iales aceae ira fied 1 2 4 9

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | Unclassi 15 7 0| 60| 13 1 1 51| 39 21 99| 12 7 0 0 0| 10 1 0
acteri | utes cillales ceae llus fied 8 0

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 9 3 6| 4 6 3110 0|26 | 22 2 0 2 0 0 3112 1|36
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 20 | 21 | 25 5| 23|43 | 27| 28|53 | 28| 18 (28 (21|17 |88 | 23| 53| 41| 38
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 23 0 0 0| 17 0|82 34|61 6 5 0 0 0 0 2 0|19 | 14
acteri | oidetes ia idales fied 5 7 2 5
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g__ Blautia Unclassi 19 | 16 5 2 7112 0 0]15| 15 2 1 0] 13 0] 14 0 0 2
acteri | utes a iales ceae fied 3 6 4

a

k__B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 34 |66 | 24|44 | 8 | 17 | 30 0|20 21| 14|25 |11 0 0|10 | 14 |18 | 20
acteri | oidetes ia idales fied 0 5 7 4 1 3 7 6 1 7 2
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 28 | 87 | 10 [ 56 | 53 | 16 | 44 | 39 | 11 | 36 | 57 | 29 | 12 | 32 | 46 | 14 | 31 | 58 | 37
acteri | utes a iales aceae ira fied 4 6 7 4 1 1 5 7 9] 12 0 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 9| 27 4 0 6 0| 4 0| 50 0 7 0] 13 4 0 1 6 5135
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 51 5 6| 14 91| 24 9130 |8 | 30| 14 6| 11 9|67 |27 |27 |38 33
acteri | utes a iales ceae fied

a




Genetics and Molecular Biology 43, 1 (2020)
Copyright © 2020, Sociedade Brasileira de Genética

Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 10|52 (19| 47| 36|36 |12 |17 | 52| 13| 23| 33 | 23 0| 68|22 |54 | 23| 86
acteri | oidetes ia idales fied 0 7 7 7 8 9| 42 1 6 8 9 6 7 6 8 8 8
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 3 4|15 9 1 2 5 0 3 0 3| 11 2131 5 2 4 9 6
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 95 2|16 0 0]31]| 16 0] 20 0 0 2 0 0] 12 1(51] 16 8
acteri | utes a iales aceae fied

a

k_B | p__Spiroc | c__ Spirocha | o_ Spiroch | f_ Spirochaetac | g_ Trepone Unclassi 6 2120 | 13 9112 | 12 2| 17 5 1|14 812214 | 16 0| 27 6
acteri | haetes etes aetales eae ma fied 2 3 9

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g__ Allobacul | Unclassi 89 | 24| 15| 30 6 | 20 0|12 | 23 9 812 (10| 71| 10 0|14 | 37| 68
acteri | utes trichi lotrichales haceae um fied 3 2 2 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 7 4128 |21 12 1 6 9|33 | 13 0 7 3 7141 5 1 0| 17
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Veillonellac | g_ Phascolar | Unclassi 1 3 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0
acteri | utes a iales eae ctobacterium | fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 14 | 11 1]123] 15 4| 32 0| 51| 58 1 0 0] 11 0 5 4 0 0
acteri | utes a iales ceae fied 6 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 9 0 0 2| 12 7 9 0 8 2 3121 (13|10 0| 17 5 8| 13
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 39 4 | 51 0 9 4115119 |39 21| 41 8|12 | 21| 17 2 6 1|24
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Oscillosp | Unclassi 25| 37 | 88| 24 1|66 | 20| 18 3 7 5 48 3|18 2 2 (34|45 | 13
acteri | utes a iales aceae ira fied 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | Unclassified Unclassi 45 | 11 0 6 0 2|82 |55 0 0 2| 16 6 3 9 1| 68 2|27
acteri | utes a iales aceae fied 4

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 25 3 8 3 8| 52| 93 8 0 0 1 0| 52 0|10 | 74| 43 7111
acteri | oidetes ia idales llaceae] fied 2 8 1
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 47 | 44 03| 21 7 0 0] 11 6 2 0 0 0 5 0 1 0 0
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g__ Prevotell Unclassi 9511029 | 18| 49|35 |10 | 71|16 | 8 | 93|11 |31 | 31|39 |14 | 25|31 | 44
acteri | oidetes ia idales ae a fied 3 9 6 3 6 6 9 9 27 3 4 6 0 8 3 7
a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 10|38 |61 |44 | 11 |87 |11 | 14| 20| 87 | 46 | 10 | 81 | 60 8| 52| 15| 49 | 47
acteri | utes a iales fied 4 6 9 7 6 3

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | Unclassified Unclassi 6 | 11 8 0 8|16 | 13 0] 15 4 1 6 2 0 9|21 5 0 6
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 13 | 46 0| 4 0 0 1 0 0 0 4 0 0 0 0|40 | 76 0] 12
acteri | cutes s fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 39 33|14 (36| 10|49 |46 |51 |29 | 24| 20 | 15|31 | 15| 43| 25| 43 |33 |19
acteri | utes a iales aceae ira fied 9 0 3 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 7 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_RF16 Unclassified Unclassi 74 |34 | 24| 13| 13| 95| 25| 22| 13| 37| 80|17 |32 |19 | 26| 20| 31| 15| 13
acteri | oidetes ia idales fied 3 0 9 4 2 1 2 8 3
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 95 0 1|67 | 42 0 0 0] 20 0 0 8 0 0 0 2 5 1|12
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 11 0 0 0 0 2 5| 51| 17 3 0 0 0] 15 5 025 0 2
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | Unclassi 13 8|17 | 16 31171929 |10 | 16| 24|68 | 21| 35| 35| 25| 18 | 41 | 32
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__ Veillonellac | Unclassified Unclassi 12 |60 | 11|67 | 97 |12 |11 |27 |67 | 73 | 11 | 78 |52 | 20 | 12 | 87 | 96 3|14
acteri | utes a iales eae fied 8 03 9 9 7 2 3 8 71 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 23 | 25| 14 | 74| 26 |80 | 45|21 | 36| 28| 21 |11 |44 | 42| 12 | 14 | 37 | 25| 29
acteri | utes a iales aceae fied 7 5 2 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 15|41 | 16 | 12 | 44 | 37 0 025 26| 13| 41 7129 |42 39 0 6|21
acteri | utes a iales aceae fied 4

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Allobacul | Unclassi 24 | 28 0] 19 0] 78 2120 | 68 7 8|11 | 12 2 5 1(15] 10 | 37
acteri | utes trichi lotrichales haceae um fied 2 9

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 9 4 0 0 0 9 0 0 7 0 1 1 2 4125 1 1 0 2
acteri | oidetes ia idales ae a fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 68 0 0 0| 32| 60 0 0] 41 0 0| 88| 53 0 0 0 9 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 36 0 0 0 0 4 0 0] 21 0 1 0 0 4 0 3 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 9 41 31| 48 2 3 6 3 7 2 1| 68 5| 11 7| 10 2 1 0
acteri | utes a iales aceae fied 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 10 | 11 | 20 3 5113 | 11 | 18 9| 17| 10 | 33 8|26 |12 | 10| 15| 18 9
acteri | utes a iales aceae] fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 47 | 19 0 0 0| 19 0 0 0 0| 12 0| 19 0 0| 70 0 0 0
acteri | ed d fied 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 1]14 |12 3 3| 41015 9| 12 | 18 1110 3 9 6 9 5
acteri | utes a iales aceae fied

a

k_B | p__Elusi ¢__Elusimicr | o__Elusimi | f__Elusimicrobi | Unclassified Unclassi 36 | 59| 10| 29| 37|12 | 21|49 | 11| 12 415137205111 91|18 | 14
acteri | microbia obia crobiales aceae fied 7 1 5 8 0 0 1 4 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 55 713 |62 28 4118 |40 | 54| 39| 15|20 | 25| 30| 83| 39| 10 8 | 63
acteri | utes a iales aceae ira fied 2 4

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 1811 (99|97 | 11|17 |18 |35 | 55| 21| 15| 11 | 58 | 43 | 88 | 66 | 55 | 10 | 30
acteri | oidetes ia idales fied 5 1 8 4 9 2 4 5
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 14 |30 | 77 | 12 2119 0|12 | 25| 14| 56 | 32 | 24 5126 | 15|30 |24 | 14
acteri | oidetes ia idales Ilaceae] a] fied 7 6 45 4 90 2 5 9 1 3 12 90 | 90
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 5 7 1 0 2 2 0| 17 7 2 0 3 0 0 0 0 0] 11 9
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 24 | 12 | 99 | 67 | 25| 18 8| 30| 28 7 5118 (34|10 |32|15| 21|15 ]| 21
acteri | utes a iales fied 4 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 5 0 0 0 5 4 1 4 9 3 0 7 1 2 0 0 1 2 1
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 32 1 0| 24 11|68 | 49 0] 23 6| 33 6|47 | 49| 27 | 83|21 | 10 | 23
acteri | utes a iales ceae fied 6 8 7 1
a

k_B | p__Firmic | c_ Bacilli o__lLactoba | f_Lactobacilla | g__Lactobaci | Unclassi 11 0 2 0 0 0 0 0] 29 0 0 0 9 0| 16 0|11 | 12 0
acteri | utes cillales ceae llus fied 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 1 0 0 0 1 0 0 0 4 0 1 0 1 1 0 0 0 0 2
acteri | utes a iales aceae ira fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 43162 |38 | 16| 51|69 | 32|59 |27 | 33| 22|46 |64 |12 | 45|26 |91 | 24| 34
acteri | bacteria eobacteria vibrionales | onaceae fied 9 9 7 9

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 3 1
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Blautia Unclassi 19 | 30 7 2| 27| 27| 19 6 | 12 5 3 8 1 3 6 41 29 7 7
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ p-2534- Unclassified Unclassi 14 | 11 | 12 0| 75| 12 0 0 4 0| 10 0 5 0 0| 64 0] 20 0
acteri | oidetes ia idales 18B5 fied 6 0 9 6
a

k_ A | p_Euryar | c_Thermop | o_E2 f__[Methanoma | g_ vadinCA | Unclassi 75 8 3 (22| 61|79 0 0|75| 8 | 12 |32 (69 |72|82| 42| 63| 19 | 34
rchae | chaeota lasmata ssiliicoccaceae] | 11 fied 7 6

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 34 712541 | 27| 36 699 | 75| 10 2|43 |33 0|15 |11 | 34|83 79
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Ruminoc | Unclassi 53 | 86 2 5] 29| 18 0| 67 | 38 0 7113 3 0 2123|125 6 | 43
acteri | utes a iales aceae occus fied 0

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 4 2 4 3 0 3 3 0 8 0 0 0 1 4 0 6 | 12 8 2
acteri | utes d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Porphyromo | g_ Parabacte | Unclassi 17 | 25|38 | 26| 50|17 |11 |21 |19 | 33| 56| 31 911917 |14 |10 | 22| 25
acteri | oidetes ia idales nadaceae roides fied 7 2 8 8 7 7 1 8
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 30 0 0 0 1 0 0] 35 3 41 30 0 0 0 3] 19 6 2 0
acteri | utes a iales aceae occus fied

a

k_A | p_Euryar | c_ Methano | o_ Methan | f_Methanobact | g_ Methano | Unclassi 13 51 19 3] 20| 23 8 0| 37 0| 44|42 | 43|12 | 10| 32|12 | 25|54
rchae | chaeota bacteria obacteriales | eriaceae brevibacter fied

a

10
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 12| 719 | 36| 17 | 59| 28 | 31| 11| 10| 27 | 11 | 96 7194 |30|39 |24 13
acteri | oidetes ia idales ae a fied 9 6 3 8 0 6 2 3 6 1 8 9
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 85 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 23 | 79 | 14 1] 12 11|24 ] 62 3 6 0| 38 0]511f30 5115 | 20 0
acteri | utes a iales fied 62 5 6 5 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | Unclassified Unclassi 40 | 21 | 17 | 68 8|20 |36 |41 |57 | 10| 22| 49| 28| 37 | 58 | 43 | 47 | 73 | 47
acteri | oidetes ia idales ae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 42 | 18 8 0 0|10 14 | 32 9 3| 14 0 0| 42 9 03910 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 34|16 | 51|87 | 16 | 18 | 13 | 33 6 3| 12| 10| 19| 89 | 13 6|19 | 45| 37
acteri | utes a iales aceae ira fied 9

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 13 0 5 9 3 9 1 313 | 10 3|14 91|33 |32 2 6 9 5
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 5 5 5 6 4111 | 13 6 | 15 4| 14|26 | 11 | 12 | 33 8| 14 5|11
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 3 2110 | 10 3 1| 4 3 4 0 1|11 0 6 3 3 7 3 1
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f__Streptococca | g_ Streptoco | Unclassi 28 6 0 5| 14|21 |13 |27 |21 | 19| 11 2|12 2 211112 1 9
acteri | utes cillales ceae ccus fied 9 9

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 55| 65| 71|26 | 12 | 32 0|13 |20 | 10 7 3138|2529 11|11 9| 11
acteri | utes a iales fied 6 2 9 6 8
a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 16 1 0 3 0 5 0 0 0 0 7 0 0 0 0 3 4119 2
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Porphyromo | g_ Parabacte | Unclassi 6 | 10 8|12 | 8 | 36 | 29 0] 23| 33| 18| 59 | 24 | 47 7129 |45| 31| 15
acteri | oidetes ia idales nadaceae roides fied 84

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 2 0 0 1 2 0 0 0 0 0 0 3 0 0 0 0 4 2 0
acteri | utes a iales aceae fied

a

11
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 7 0| 10 0 8| 11 3 0 1 0 0 0 0 1 1 1 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 18 3|31 3 2 8 3 0] 11 6 3|11 (11| 22| 23 6 9| 49 7
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2 1 3 1 3 1 1 0 8 4 2 2 2 2 5 1 6|11 | 10
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 12 1|37 0 0|18 | 25 0|30 | 26 8 | 51| 42 02112 0|39 24
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 3 0 4 0| 15 1] 30 6| 14 9 1|17 5 7 2 2 5 1 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 42 | 58 0|80 | 69| 13| 79 0|10 20 0| 30| 23 9|16 | 41| 10| 78 | 40
acteri | utes a iales fied 5 5 6

a

k_B | p__Bacter | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 29 | 11 4 0 7123 |17 | 15| 16 6 | 10 3 9 2 0|15 | 31| 45 9
acteri | oidetes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 13 3 4] 11 51| 14 5| 13 7 4 6 4 1115 2 211 8| 13
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 2 1 3 2 3 2 2 4 5 1 2 1 0| 16 1 2 2 1 0
acteri | utes a iales aceae] fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Rikenellacea | Unclassified Unclassi 41 4 2113 3 2 6 | 26 1 4 6 | 22 0 6 0 5 2112 | 20
acteri | oidetes ia idales e fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 35|44 | 70| 19| 32| 54| 13 8149 | 11| 95|53 | 21 026 |31 |24]|9 |9
acteri | oidetes ia idales fied 9 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 41 0 1| 4 2 41 4 0 4 8 0 2 6 | 16 4 0 3 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 6 2 5 2 8|10 | 15 9| 17 6 1 9 51|20 6| 12 | 10 0| 24
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 2 0 0| 4 0 0 1 0 0 2 0 0 1 2 0 0 0 2 2
acteri | utes a iales ceae fied

a

12
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 15| 46 | 20 | 56 0 0 3 0 4 0| 26 |80 | 10 | 16 1 0| 14 | 28 | 16
acteri | utes a iales aceae fied 5 6 0 7 5
a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 15 713017 | 14|27 (22|12 | 48| 14| 10 | 13| 12 | 27 | 26 | 16 4117 | 21
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 91|27 | 12 3| 21 2|17 9 2 7 6 5 8 4121 6 | 10 5 0
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 21|14 | 38 | 45| 39|34 | 13|66 |11 | 42| 29 |22 |44 | 70| 11 | 12 | 43 | 10 | 29
acteri | oidetes ia idales fied 1 3 8 1 0

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 19 (68|16 |19 | 14|11 (10| 17 | 11 0 0| 40 6 3159 |49 0|14 | 35
acteri | utes a iales aceae fied 9 4

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | Unclassified Unclassi 1 0 0 9 0 2 0 1 0 1 0 0 3 1 4 3 1 1 1
acteri | oidetes ia idales Ilaceae] fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 17 |30 | 21 | 80 | 38| 89 0|79 20 0| 92|20 | 27 0 0|20 |85 |18 | 42
acteri | oidetes ia idales Ilaceae] fied 9 4 2 6
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 19 (12 | 25|13 | 14| 20| 10 | 33 | 44 4| 39|37 |45|61 |54 |36 68|90 |13
acteri | utes a iales fied 6 9 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 17 0 0 0 3| 58 0 0 1 0 1 0| 75 1 0 014 |12 |11
acteri | utes a iales fied 9

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Odoribacter | g_ Butyrici Unclassi 2 1 0] 11 1 7111 0 9 0 51 16 2|10 9 310 4 3
acteri | oidetes ia idales aceae] monas fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 2 1 0 3 0 0 0 0 5 0 0 0 1 0 2 0 4 0 5
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 8 | 41 0|55| 17| 38| 30| 25| 25| 31| 14 7 3| 87 2|52 (24|49 |12
acteri | utes a iales ceae cus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 25 3 1 2| 16 | 82 | 30 2 0 0 2 6 | 16 4 2 5126 | 61|45
acteri | utes a iales fied 3 2 3

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Porphyromo | g_ Parabacte | Unclassi 11| 16 | 10 8| 66| 23 0|35 40 0| 21 | 54|21 53|98 |14 | 72| 20| 26
acteri | oidetes ia idales nadaceae roides fied 7 1 9
a

13
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 9112 | 31|15 26 | 14 71 22 6| 13| 10| 26 6| 72|36 | 15| 14| 30 6
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g__ Blautia Unclassi 47 0 3 3| 26| 43 0 1|16 | 46 2 4 5 1 0 9 0 1 1
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 15 0 0|11 0 0 0 0 0 0 0 0 0 0 0 0 0] 37 9
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 40 |19 | 12| 22| 79 | 18| 70 | 44 | 50 | 26 | 31 {29 {39 | 13 | 76 | 35 | 37 | 16 | 47
acteri | utes a iales aceae ira fied 4 8 2 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 7 4111 4 6 7 7 2116 | 10| 12 | 12 3116 |16 | 14 9 5 8
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 10 1 7 2| 63|62| 10|16 | 11 | 52| 25 5 7| 12 9|50 (24| 16 | 86
acteri | utes a iales fied 1 7 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 5 1113 0 3 3 2|20 0| 65 1 0 0 0 2 0| 38|63 2
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 0 1 0 1 0 1 0 5 0 0 0 0 1 5 1 1 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 3 0| 27 1 0 1 0 0 0 0 0 0 212132 |75|36| 25 9
acteri | utes a iales ceae fied 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Roseburi | Unclassi 371 25|19 |68 | 15 4 5 0] 14 0| 23| 38 5 313916 4| 23| 27
acteri | utes a iales ceae a fied 2 3 5 6 4 0
a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Allobacul | Unclassi 33 5 7115 1 1 0] 22 8 1 0 6 | 13 0] 12 0| 10 7 3
acteri | utes trichi lotrichales haceae um fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 16 4 6 0 0 2 0 41 0 0 0 0 0 0 0 011 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 3 4145 | 11 4 8 6 | 16 4 3| 14 33 5141 (13|10 5 6 2
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g_ RFN20 Unclassi 5 0 0 0 0 2 0 0 1 0 0 1 1 0 0 2 4 2 0
acteri | utes trichi lotrichales haceae fied

a

14
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 53 | 12 2 0 1 0 2|10 3| 10| 11 1 6 0 6| 14 3 0 7
acteri | utes a iales aceae occus fied 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s__copri 29 | 51 | 32 1] 73|13 5124 |65| 79| 61 5| 56 2|63 |80 15 0] 13
acteri | oidetes ia idales ae a 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 9 3 0
acteri | utes a iales aceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 21 0 0 0 0 0 0 0 0 0 0| 57 0 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Streptococca | g_ Streptoco | Unclassi 2|11 5 1 4 9 5 0 3 6 4 0 0 1 2|10 5 1 2
acteri | utes cillales ceae ccus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 15 3 1]125] 15 4 3|16 | 17 2 3128 3 7 0 3116 |20 | 18
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 7 0 0 0 3 0 6 3 5 3 0 1 2 0 0| 4 8 2 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 3 0 1| 4 0 0 0 0 2 0 4| 17 2 2 8 0 2 1 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 44 | 22 0 7 0| 13 1 022 22 0 2 7 813 |21 | 25|37 |11
acteri | utes a iales ceae cus fied 5
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | Unclassi 5 2 3 1 3 6 1128 51 11 7 91| 10 5(10 |11 | 14| 13 | 28
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 35|24 |12 | 12| 10| 68 | 32 | 32 | 16 | 59 9|12 |18 | 61 | 14 | 47 | 17 7|21
acteri | utes a iales aceae fied 9 9

a

k_B | p__Firmic | c_ Bacilli 0_ Lactoba | f_ Lactobacilla | g__ Lactobaci | Unclassi 27 1 1| 0| 14| 5|14 | 24|18 | 57| 11| 2|16 | 73| 3| 54| 39 6 | 16
acteri | utes cillales ceae llus fied 7 6

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Veillonellac | g_ Phascolar | Unclassi 2 0 0 0 1 7 0 1 1 1 1 1 0 0 0 1 0 1] 13
acteri | utes a iales eae ctobacterium | fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 9 0| 69 1 0| 55|66 |19 0 4 0 0| 17 8 0|28|20 |33 1
acteri | utes a iales aceae fied

a

15
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 17 4 | 40 0 8| 31 4 | 57|15 | 13 41 11|10 | 45| 23 3| 16 4 | 22
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 13 51| 17 0 1115 0 3|76 2 1 0 5 0 3 0 6 0 0
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell Unclassi 21 |21 |8 | 72| 25|17 |14 |18 | 11| 37| 41| 40| 25|28 | 95| 13 | 15 0] 14
acteri | oidetes ia idales ae a fied 4 5 7 6 2 1 7 2 8 0
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 20 8| 16 | 86 251135 4159 | 11| 22| 15|23 | 27 |48 |97 | 45| 12| 22
acteri | utes a iales ceae fied 3 5 4 0 0
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 5 0 2|10 1 0| 12 3 1 0 0 2 2 3 1 1 1 2 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 13 0 1 0 1 0| 12 2 0 1 0 2 0 4 2 0 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Peptococcac | Unclassified Unclassi 5 2121139 0 6 8 1 5 5 8 | 46 5136 | 11 2|11 5 2
acteri | utes a iales eae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 2 1 2 0 1 1 8 3 0 0| 17 0 4 8 0 3 1 0
acteri | utes a iales aceae ira fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 23 3| 16 0| 90 3|15 7 6 7 4 2124120 (14|10 |70 7130
acteri | oidetes ia idales fied 9

a

k B | p__Proteo | c_Gammap | o_ Enterob | f_Enterobacter | Unclassified Unclassi 6 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria roteobacteria | acteriales iaceae fied

a

k__B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 19 0 0| 19 4119 | 26 0|37 13| 15|12 | 30 | 28 0| 15|88 |19 | 10
acteri | oidetes ia idales fied 3 0 2
a

k_B | p__Firmic | c_ Clostridi | Unclassifie | Unclassified Unclassified Unclassi 2 2 0 1 3 0 6 2 0 0 0 0 0 0 2 0| 12 4 8
acteri | utes a d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 16 2119 | 13 51| 20 1 0| 37 0| 12 1 6| 11|22 |23 |10 7120
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 12 0] 22 1 2 1 1 3] 36 0| 14|21 | 10 021 1193 |41 6
acteri | utes a iales fied 6 2 5

a

16
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 12 3 3126 | 11 9|14 | 23| 29 5 3 5 1]11| 10 1 4 9 4
acteri | utes a iales aceae] fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ [Prevotell | Unclassi 2117 (10|17 | 11| 73| 15|18 | 13| 16| 18 | 17 | 90 |51 | 20 | 15| 83 | 83 | 29
acteri | oidetes ia idales Ilaceae] al fied 00 | 47 2 0|63 |42[90 | 99| 32| 92 5197 (27|80 5 6 | 41
a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 8 0 3 0| 13 7| 14 6| 12 4 2 8 2145120 41291 20 3
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Blautia Unclassi 7115 1 0 1|26 5 5 7 1 1 3 6 | 11 1 2 6 6 3
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 17 3 6 0 0 2 0 0 4 0 1 5 2 3 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 9 8 3 0| 15| 31 0 0 5 0 1 0 1 0 0 0 0 3 1
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 3 5 0 2 2 5 0 0 1 8 1 1 0 0 5 2 0 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2 0 1 0 0 1 2 0 0 0 0 0 1 2 2 0 1 1 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 15 | 23 | 17 2| 33| 35 114 17| 29| 32 6 | 20 1|27| 26| 14 0 6
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 14 | 24 | 34 0 3 7 91|17 | 25 71 17| 15 8 0 1120 6 | 38 5
acteri | utes a iales fied

a

k_B | p_Cyano | c_ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 9 0] 37 0 0 0 0 0 0 1 0] 23 0 0 0 9 3 0 7
acteri | bacteria fied 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Lachnospira | g_ Coprococ | Unclassi 30 5 0 0 9 1 0 0 0 2 0 1] 11 3 0 0 0 3 0
acteri | utes a iales ceae cus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 19 4] 13 0| 26 6 8 1|76 | 64| 14| 37 | 39 6 | 10 5176 0] 15
acteri | oidetes ia idales fied 5 5

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g__ Prevotell Unclassi 3 0 0 0 1 1 0 0 1 2 0 1 1 0 1 2 0 2 2
acteri | oidetes ia idales ae a fied

a

17
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 12 1176 | 16 4 1 7112 3|1 21| 34|91 3|17 (10| 11 0] 24|61
acteri | utes a iales fied 2 3 1 2 6 6

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 19 1 0 2 0 3 0 0 1 7 4 6 1] 10 1 1112 3 1
acteri | oidetes ia idales fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 7 0 0 3 2 8 4 0] 11 2 4 7 311310 4 1 6 0
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 2 0 0 0 0 3 5 0 4 0 0 3 2 0 0 0 0 1 0
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 8 0 1 0 0 4 1 0 9 0 6 3 2 2 4 0 4 0 2
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 6 2 0 6 0 8 6 | 13 | 13 2| 10| 32 4 6 | 36 8 1|24 5
acteri | utes a iales fied 1 3

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 9|11 0 6 4] 33 0 0| 37 0| 11 2 1115 0 2|14 1|12
acteri | utes d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | Unclassified Unclassi 2 1 2 0 2 1 0 0 0 2 1 0 1 0 0 0 0 0 0
acteri | oidetes ia idales Ilaceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 2 1 0 0 1 0 0 0 0 0 0 2 1 0 0 0 2 3 1
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Oscillosp | Unclassi 2 1]11 (13 0 41 4 0 0 0 0| 16 2 5 2 0 0 3 0
acteri | utes a iales aceae ira fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_Desulfovibri | g_ Desulfovi | Unclassi 3 5137116 1110 2 7121 5 51 86 713315 5119 2 2
acteri | bacteria eobacteria vibrionales | onaceae brio fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 3 1 2 6 1 2 1 0 0| 20 0 1 0 0 3 3|14 5 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 411191 19 0| 52 0 0] 23 1] 29| 17 5 0|24 011 0| 43
acteri | oidetes ia idales fied 7 9 4 2 2 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 1 0 0 1 0 0 0 0 0 0 0 0 0| 72 0 2 5 2 0
acteri | utes a iales aceae occus fied

a

18
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 0 7|12 0 0 4 0 0 1 1114 2113 1 1 2 0 3
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 29 3|60 |42 | 42| 15|11 | 10| 34| 24| 18 | 66 | 15 | 17 8|48 | 16 | 41 6
acteri | oidetes ia idales fied

a

k_B | p_Cyano | c_ 4C0d-2 0_YS2 Unclassified Unclassified Unclassi 33 | 52|44 | 81| 58 0] 39 0 6| 32 0|55 0|26 |28 |50 |44 | 53 9
acteri | bacteria fied 1 3 4

a

k_B | p__Lentis | c_ [Lentisph | o_ Victival | f_ Victivallace | Unclassified Unclassi 12 2 3 0 2 1] 12 0 4 1 6| 13 6 | 12 2 1|11 | 24 0
acteri | phaerae aeria] lales ae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 7 0 1 0 1 8 0 7 7 0| 24 9 0 0 0] 11 6 6 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Peptococcac | g_ rc4-4 Unclassi 7|27 1|14 | 90 | 46 2|14 |5 | 33| 16 5 7130|2639 6| 14 | 45
acteri | utes a iales eae fied

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g__ Allobacul | Unclassi 18 2 0| 16 0 0 0| 29| 17 0 1 0 3 2 5 0 1 1 0
acteri | utes trichi lotrichales haceae um fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 4 2 6 2 1 3] 10 1 0 0] 20 0 2 2 0 4 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 2 1 0 0 1 0 1 0 0 1 1 2 1 0 0 0 1 0 0
acteri | oidetes ia idales Ilaceae] fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f_ Clostridiace | g__Clostridi Unclassi 3 9| 12 0| 14| 52|49 | 12 | 94 | 13 1112 |21 5 4111 1|25 |43
acteri | utes a iales ae um fied 2 3 6

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Oscillosp | Unclassi 7 213239 2 6 8 4 2 3 1| 42 4110 3 0 4 3 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | Unclassi 7 2 0 0 5 2|22 5 3| 14| 44 1 2|21 0| 13 5 0 4
acteri | utes cillales ceae llus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Rikenellacea | Unclassified Unclassi 2 0 1 0 0 1 0 0 7 0 0 0 2 0 0 0 0 1 0
acteri | oidetes ia idales e fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 8 53|21 |33 68 22 6|26 |67 | 27| 61|12 |41 |15 |52 |11 | 78| 77 | 10
acteri | oidetes ia idales fied 1 1 1 2
a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 18 0 0 0 0] 14 7 0] 13 1 1 0 3|13 3|12 |18 | 23 7
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 5 4 4 3| 11 8 1 3|14 6 4 1 2 5 9 4 5 4 | 13
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 9 2 1| 38 8 5 3 0 7 1 3| 34 3 2 1 4110 5 5
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Lachnospira | g_ [Ruminoc | s__gnav 5 2 4118 | 14 1 9 7 2 2 0 6 2 3 0 9 51| 23 4
acteri | utes a iales ceae occus] us

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 8 1 0 5 0 0 0 1 0 0 0 0 0 0 2 0 0 2 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 10 8|14 | 4 8| 11 1115 8 71 13 1 5 0 3|10 11 1 3
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 8 1 1 0 4 2 7 1|15 1 1 3 0 0 1 1 1 2 5
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Christensene | Unclassified Unclassi 19 7123 (15| 16 | 13 | 19 0] 25 6| 13| 22|16 | 39|16 |12 |12 | 24| 20
acteri | utes a iales Ilaceae fied

a

k_B | p__Actino | c_ Actinoba | o__Actino f__Micrococcac | g__Rothia Unclassi 1 1 2 0 0 1 1 1 0 0 0 2 0 0 0 5 3 2 1
acteri | bacteria cteria mycetales eae fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 5 4 5 2 1 5 5 123 6 3 5 4125 | 17 912110 2
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__[Mogibacteri | Unclassified Unclassi 1 1 0 0 2 1 2 0 1 5 0 0 0 1 1 0 0 0 0
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 1 3 3 2 1 3 4 5 6 5 0 1 2 3 0 3 1 2
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 3 1 9 7 3]122| 12 1 1 5 2112 0 0 0 6 | 50 8 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 3111|2439 5112 | 13 0| 14 0| 33|55 10 0 0 2 51| 25 5
acteri | oidetes ia idales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s__copri 9 2 2 3| 23|14 0 0 6| 25 4 1 7 0 7 1 1 0 3
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 71131 12 4 1 4 1 4 2 0 0| 36 1] 23 2 2 2 4 5
acteri | utes a iales ceae fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 5 2| 41| 66 2 9 7 0| 48 2 3| 87 8| 63| 16 4115 | 15 9
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 7 0 0| 65| 11 0| 36 0 71| 51 0 7|31 0 0| 45 0 0 0
acteri | oidetes ia idales ae es fied 5 9 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Dehalobacte | g_ Dehaloba | Unclassi 2 1 0 0 0 0 0 0 1 0 1 0 0 5 0 1 1 0 0
acteri | utes a iales riaceae cterium fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 12 |11 |52 |29 | 47 (15|11 |29 | 29| 10| 16 | 33 | 11 | 46 | 17 | 14 | 58 | 16 | 19
acteri | utes a iales fied 3 6 6 7 9 6 9 6 8 1 5 3 9 1 7 6
a

k_B | p__Proteo | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 10 0 0 5] 11 1 9 0 9| 79| 17 7 7 0 0| 22 9| 13 4
acteri | bacteria d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 6|14 |35 |27 | 10 1|12 | 24 5 4 3139 6 | 60 | 11 4110 9 9
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 8 4110 | 18 6|30 | 447 |17 | 33| 19 |60 | 31| 45| 61 6|42 | 37|31
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 2 0] 22 0 2 0 0 1|12 2 0 0|16 | 12 | 12 | 15 3 8 | 10
acteri | utes a iales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 0 3 0 0 0 0 0 0 1 0 1 0 4 0 0 1 3 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 9 3|37 12 5 0 0| 26| 14 1| 14| 15 3 2 2| 27 0| 4 1
acteri | utes a iales fied 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 10 0 0 0 0 8 0 01 19 0 6 3 0 0 2 4 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Verruc | c_ Verruco- | o_ WCHB | f_RFP12 Unclassified Unclassi 1 0 0 0 0 1 0 0 1 0 0 4 2 0 0 0 1 2 0
acteri | omicrobia | 5 1-41 fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 1 2|11 0 1 0] 18 1 1 0 7 0 1 1 0 0 4 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 11 6| 25| 37 0] 13| 26 5 6 8 5199 | 14 7 3 6 | 46 | 19 7
acteri | utes a iales ceae cus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 8 6 0|12 18| 40 0 0] 23 0 6 | 63 8 9|88 | 25|58 | 11| 15
acteri | oidetes ia idales fied 7

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 5 4 1164]| 14 8 7114 0| 15 5 3 2 6 711012 | 20 | 16
acteri | oidetes ia idales ae a

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Odoribacter | g_ Odoribact | Unclassi 5 2 3 5 0 0 3|11 0 0 51 14 1 5 1 011 1 0
acteri | oidetes ia idales aceae] er fied

a

k_B | p__Firmic | c_ Bacilli o__Gemell | f__Gemellaceae | Unclassified Unclassi 1 0 0 1 0 0 0 0 0 1 0 0 0 2 0 1 1 0 1
acteri | utes ales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 27 0 0 0 0 0| 43 2|11 0 4 9124 |14 |17 | 27 | 12 1 2
acteri | oidetes ia idales ae a fied 2 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | s__brom 41 0 0 3| 46 0| 47 0 0| 31 0 2 6 6 0 7 3 2|10
acteri | utes a iales aceae occus i

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 4 1 8| 4 1 5 1 41 0 0 2| 45 1 1 1 1 1 2 2
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | Unclassified Unclassi 9 8 4111 0] 33 0 0 3 1 0 1 0] 31 1 5|14 | 21 2
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | s_ copri 15 | 14 9 2| 45| 38 0| 15| 13| 37| 26 2|15 12137 7 0 6
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 0 6 | 10 1 2 3 5 0 1 2 3 3 3 1 0 4 3 2
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 1 2 1| 4 7 1 8 4 8 5 1 3 2 8 4 1 2 6 4
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 3123|108 19 16 2 0] 35 0| 38| 56 6|24 | 25|13 1195 5
acteri | utes a iales ceae fied 59 0 2 8 0 8

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 1 0 9 4 2 5 0 3 3 3| 11 9 17111 0 4 0 6
acteri | utes a iales aceae ira fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 10 0|10 | 94| 14 4| 41 024 | 17| 33| 19 2|27 | 57|27 | 93| 17 | 13
acteri | oidetes ia idales fied 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 1 0 022 10 71 39 4 0 0 5 5 2|12 1|24 |15 32 5
acteri | utes a iales aceae occus fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 41 3 8 | 27 0 0 0 0 0 1 0] 23 1 0 5 1 7|57 |32
acteri | ed d fied 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 7 0 2112 0 7 0| 10 0 0 0] 10 1 1|34 2 1|67 |20
acteri | utes a iales fied 6 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 2 5]10 | 11 2 1 0 3 3 0 0| 67 51| 16 2 51 10 8 4
acteri | utes a iales aceae occus fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_ Coriobacteri | Unclassified Unclassi 2 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0
acteri | bacteria teriia cteriales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 911 |9 (69| 11 |11 | 15| 20| 13| 13| 36| 48 |17 | 17 |89 | 12 | 11 | 31 | 28
acteri | utes a iales aceae ira fied 8 8 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 6 2 0 3] 10 0 0 1 4 5111 1 7 2 1 3 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Ruminoc | Unclassi 6|17 | 32| 13 3 4 11 | 24 | 47 2 6| 24 818 | 14 6|55 | 14 8
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | Unclassified Unclassi 2 1 0 0 0 4 6 0 1 1 0] 30 1 0 0 1 4 4 1
acteri | utes a iales aceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 4140 | 10 0 1 3|21 0 2| 12 1 7|16 2 0 7 2 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 4|29 | 55 0 0] 13| 13 083 17| 11 | 75| 93 0 0|43 |65] 11|11
acteri | oidetes ia idales llaceae] fied 8 8 1 8 2 1 7 5 6 3 6| 93 4
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 5 0 0 0 8 0 4 3 6 1 2 1 0 0 0 41 14 0 1
acteri | oidetes ia idales ae a

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Proteo | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 0 2 0 1 1 1 2 1 1 0 3 4 0 0 1 0 3 1
acteri | bacteria d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 3 4 3 1 1 0 0 1 0 0 0| 17 0 1 0 1 6 1 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 6 0 0 0 3 1 2 0 4 4 0 0 0 0 0 0 0] 18 2
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 8 5 4 3 8 6 0 0 7 0 1 1 1 0 2 011 1 6
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 1 4 1 0 3 0 0 2 1 0 5 0 0 0 0 2 3 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 1 1| 4 1 1 0 3 1 3 3 3 3 0 2 0 4 3 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 9 6 2 0 0|19 4|11 |28 | 11| 30| 10| 16 0 0|24 (19|14 | 36
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Dorea Unclassi 4 6 0| 13 2 1 8 | 36 0 1 1 3 0 1 1 1 5 0 5
acteri | utes a iales ceae fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 2 0 0 0 0 0| 40 0 0 0 2 0 0 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 1 0 2 0 1 0 0 0 1 2 0 0 0 0 0 1 1 0 0
acteri | oidetes ia idales ae a

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 13 4 3 2 3 3 8 | 18 0 1 0 1 5|15 | 16 6 6 5 0
acteri | ed d fied 3

a

k B | p__Proteo | c__Gammap | o_ Pasteur | f_Pasteurellac | g_ Aggregati | Unclassi 1 1 4 1 0 1 0 0 0 2 1 1 2 0 5 4 0 1 2
acteri | bacteria roteobacteria | ellales eae bacter fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 9 1 3 7 6 2| 4 3] 15 9| 14 8 3146 |28 | 25 7 8| 20
acteri | utes a iales aceae ira fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 2 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | ed d fied

a

24



Genetics and Molecular Biology 43, 1 (2020)
Copyright © 2020, Sociedade Brasileira de Genética

Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 6 0 0 0 0] 19 0 0 0 0 3 3 5 4 1 0 0 3
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 2 2 1 2 0 2 0 0 0 0 0 0 7 0 0 0] 11 2|16
acteri | utes a iales ceae fied 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 9 0 1 0 4 5 0 0] 18 0 0 1 0 1 4 3 2 5 0
acteri | utes a iales aceae] fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 2 0 8 0 0 0 0 0 4 0 1|12 1 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 5 0 0 0 0 1 0 0 3 0 1 3 0 0 0 2 1 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Verruc | c_ Verruco- | o_ WCHB | f_RFP12 Unclassified Unclassi 41 0 0 0 1 2 0 0 3 0 4125 9 0 0 0 51| 26 7
acteri | omicrobia | 5 1-41 fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 2 0 8 1 0 1 3|20 0 1 0 0 1 1 0 0 4 3 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 5 0 6 3 4| 28 1 0 9 0 83 | 4581117 0 0 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 4 1 0 3 0 0 0 2 0 0 0 4 0 0 2 0|13 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 2 7 0 8 0 6 0 0 0 0 0 0 0 0|22 0 4 7 3
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | Unclassified Unclassi 51| 13 6|19 | 13 1120 3 0| 11 0 4140 | 16 | 11 1 4 2|17
acteri | utes a iales aceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 0 1| 4 1 1 1 0 0 1 1 3 0 2 1 0 1 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 0 0 0 1 0 0 0 5 0 0 2 1 0 0 2 0 0 0
acteri | utes a iales aceae ira fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_RF16 Unclassified Unclassi 18 0 0 0 0] 19 0 0 0 0 0 0|78 0 0| 65 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Dehalobacte | Unclassified Unclassi 2 1 0 1 1 0 0 0 1 0 0 1 0 0 2 0 0 1 0
acteri | utes a iales riaceae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | g_ Adlercreu | Unclassi 1 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0
acteri | bacteria teriia cteriales aceae tzia fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 6 3 0 3 0 1 1 0 0 0 1 0 0 1 0 0 0 2 0
acteri | utes a iales ceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 1|38 |24 0 0| 4 5 0 1 1|24 0 9 1 1 0 0 2
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 5 1 0| 4 5 4 0 0] 11 3 0 5 0 4 0 0 8 | 19 3
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 3|37 52 9 2141 (94|12 |27 | 32| 18 | 44| 22| 15| 21 | 45| 59 | 88 | 65
acteri | utes a iales fied 4 4 8 6

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 9 4] 33| 48 9126 | 15 0 4| 12| 47 2 8 3 7 8 6 3|17
acteri | utes a iales fied

a

k_B | p__Verruc | c_ Verruco- | o_ WCHB | f_RFP12 Unclassified Unclassi 1 0 0 0| 10 0 0 0 2 0 0 0| 4 0 0 0 0 8 0
acteri | omicrobia | 5 1-41 fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 3 0 0 5 2 2 1 41 0 0 0 4 1 1 1 1 0 1 1
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 | 17 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 4 0 0 0 1 2 8 5 5 6 0 2 4 0 0 4 3 0 1
acteri | oidetes ia idales ae a

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_ Coriobacteri | Unclassified Unclassi 1 0 1 2 0 0 0 0 1 0 0 0| 4 0 0 0 1 0 0
acteri | bacteria teriia cteriales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Lachnospira | g_ [Ruminoc | s__gnav 1 0 0 0 0 0 0 0 0 0 0| 27 0 0 0 0 9 0 0
acteri | utes a iales ceae occus] us

a

26
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 7 0|21 |16 | 11 1 0 4 7 3 3] 39 51 19 6 3 4 5 3
acteri | utes a iales fied

a

k_A | p__Euryar | c_Thermop | o_E2 f__[Methanoma | g_ vadinCA | Unclassi 19 713 22| 20| 32 3 5114 | 36| 18 | 10 | 10 | 24 | 43 9125 |59 |11
rchae | chaeota lasmata ssiliicoccaceae] | 11 fied 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 0|31 0 2 1 9 9 8 0| 27| 35 2| 28 6 0 1] 38 4
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 1 1 3| 4 1 0 2 2 2 2 0] 11 0 0 0 2 2 1 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 0 3 0 0 1 0 0 2 0 0 6 0 1 0 0 0 1 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 1 0 1|11 0 0 0 0 1 0 0 0 0 0|50 0 0 0 0
acteri | oidetes ia idales ae es fied 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 1 9 2 1 4 6 3 0 0 1|14 1|27 4 0 1 1 2
acteri | utes a iales aceae ira fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 1 9129 3 7114 11 2 2129 8 | 12 1 2 8 3 1
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 1 0 0 0 0 0 0 0 0 0 2 0 0 5 4 4 0 2 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 1 0 0 1 0 2| 4 8 6 0 3 5 0 0 0 1 6 3 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 5 2 1]162] 10 5119 | 12 41 12 5 2 8| 13|27 |13 |21 30| 13
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 3 4 2 1 0 0] 11 0 0 1 0 2 0 7 0 2 4 9
acteri | utes a iales aceae fied 78

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 0 6 [ 11 0 0 0] 11 0 0 3|94 0 1 8 | 13 0] 20 9
acteri | utes a iales fied 4

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Spiroc | c__ Spirocha | o__ Spiroch | f_ Spirochaetac | g_ Trepone Unclassi 3 0 0] 23 0 1 1 0 0 1 0 5 0 0 0 0 0 0 0
acteri | haetes etes aetales eae ma fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g__ Lachnosp | Unclassi 7 0| 36 0| 10 0 08 |51]| 69| 33 1 4 1 0 1 0 1 0
acteri | utes a iales ceae ira fied 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 3 0| 66| 13 0] 13|72 0]|62| 10| 39| 55|10 | 20|20 | 19 | 64 0 9
acteri | utes a iales aceae ira fied 1

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Blautia s__obeu 41 8 4 2| 33| 25|12 |16 | 13 | 28 3 6 5 8 6 1 2 6 | 10
acteri | utes a iales ceae m

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2 0] 99 3 0| 24 0| 28 0 0 0 1 0 0 3 1 0 0] 12
acteri | utes a iales fied 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 0 9| 12 5 0| 12 0 1 3 1 5 0 5 4| 4 4
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2|24 0|13 | 24| O 0 0 0 0| 42|14 | 31 8 0 6 3|15 6
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 9 7121138 6|10 | 39 | 30 8 5 6 | 46 2| 43 | 37 3123|5523
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 6 6 | 15 5 1 8 (14| 11| 30 9 0| 36 7120 6| 11| 14 | 16 | 13
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 1 0 9 0 0 0 1122 9 2 0 0 1 0| 14 0 2 6 9
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 2 0| 16 0 1|16 7 7 8 4 1 3 5 1 2 8| 16 1|10
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 2 2 1 2 0 0 2 0 2 1 0 1 0 0 0 2 0 3 0
acteri | oidetes ia idales llaceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 31221 22 0 0 8 | 48 1]65| 16 | 16 2 4 0] 12 4 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 1 0 0 0 1 2 0 1 2 3 0 0 2 1 0 0 4 0 0
acteri | oidetes ia idales ae a fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 5 1 1 0 2 1 0 0 1 0 1 0 0 2 0 1 0 0 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 3 0 0 1 0 0 2 0 0 1 0 0 0 0 0 1 0 1 1
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 2 0 0 0 0 0 0 0 2 0 0 3 0 0 0 1 0 0 1
acteri | utes a iales aceae occus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 1 1 0 0 1 1 0 0 1 0 1 1 0 0 3 0 0 0 1
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2 0 9 1 0 0| 23| 15| 27 3| 13 3 1 0|18 | 39 0| 49 9
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 1 5| 4 41 0| 4 2 0 0 1 7 1 1 0 1 3 1 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Dorea Unclassi 41 0 0 0 1 8 0 0 2 0 5 1 0 0 0 7 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 2 6 4 0 0] 11 0] 15 0 0 0 0 0 0 0 0 6 3| 42
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g__ Lactobaci | Unclassi 1 0 0 1 0 1 3 2 0 1 9 0 0 2 1 1 2 0 1
acteri | utes cillales ceae llus fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 1 3 1 1 3 0 3 1 2 1 2 0 0 5 3 3 0 1 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 6| 14 0 0 9 5 0 0 3122 0 7 3 1 0 5 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 3|74 9 0 2 0 3 2 3 1197 6| 63| 22 2 7 2 1
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 2 1 1 0 1 1 0 0 1 1 0 0 1 0 0 1 0 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ p-75-a5 Unclassi 1 1 1 2 0 2 0 0 0 1 0 1 1 1 5 1 0 2 0
acteri | utes trichi lotrichales haceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 1 0 6 1 0] 25| 45 0 0 0 3| 34 0] 29 1 0 0 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 0 1 0 0 0 0 4 0 0 0 0 0 0 0 0 1 1 1
acteri | utes a iales ceae fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 2 4 | 88 0 2 0 4 0 0 11| 26 0 0 2| 23 3 0] 37 9
acteri | bacteria teobacteria fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 1 0 1 1 1 0 1 1 0 0 0 0 0 0 1 1 2 0 4
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 6 0 8 1 0| 12 5| 83 8| 31 8 2 6 | 17 0 0| 34 3
acteri | utes a iales ceae fied 7 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 41 0 5 0 0 3 0 0 6 0 3116 6|24 | 15 1 9 8 1
acteri | utes a iales aceae fied

a

k_B | p_Cyano | c__4C0d-2 o_YS2 Unclassified Unclassified Unclassi 1 0 1 1 01 15 0| 57| 18 1 0| 32 3 0 8 0| 65 0 0
acteri | bacteria fied

a

k_B | p__Lentis | c_ [Lentisph | o_ Victival | f_ Victivallace | Unclassified Unclassi 1 0 1 0 2 7 0 0 4 0 1 3 0 0 3 2 2 3|18
acteri | phaerae aeria] lales ae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 41 0 0 0 2| 24 0 0 8 0 1 3 5 0 0 7 2 0|11
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 4125 2120 2129 0 0 1 0 8 (13|20 | 43 1119 0 5135
acteri | utes a iales fied 0

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | g_ Butyricic | s__pullic 1 0 0 9 5 1] 22 1 1 2 0] 15 0 0 1 0 3 9 0
acteri | utes a iales aceae occus aecorum

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 2 1 2| 4 2 0 1 0 0 0 1|13 2 7 3 0 0 2 5
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 41 4] 34 1| 8 |21 33|15 |47 | 56 | 10 | 44 |11 |85 | 25| 20 | 24 | 15 | 25
acteri | utes a iales aceae fied 8 5 2

a

k_B | p__Firmic | c_ Bacilli o_ Bacillal | f__ Staphylococ | g_ Staphyloc | Unclassi 2 0 2 0 0 6 0 1 1 0 0 2 1 3 2 4 1 3 0
acteri | utes es caceae occus fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 0 0 8 2 0 0 0 1 0 3 4 0 1 2 0 1 1 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 0 0 0 0 2 0 0 0 0 0 1 2 0 0 1 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 7|81 0 0 0 0 0 0 0 0 3| 12 0| 43 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Blautia Unclassi 2 1 0 2 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f__ Coriobacteri | Unclassified Unclassi 1 1 1 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0
acteri | bacteria teriia cteriales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 1 0 1 0 0 0 0 0 1 0 1 0 1 0 1 0 1 2 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Veillonellac | g_ Veillonell | Unclassi 1 1 0 0 0 0 1 1 0 5 1 0 3 3 2 6 41 413
acteri | utes a iales eae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 2 0 0 0 1 1 1 1 3 0 3 1 0 1 0 0 0 0 3
acteri | utes a iales ceae fied

a

k_B | p__Fibrob | c_ Fibrobact | o_ Fibroba | f_Fibrobactera | g_ Fibrobact | Unclassi 6|79 | 73] 10 6| 13 0 0] 14 0 8|48 | 74 0 0|10 | 19| 51 | 62
acteri | acteres eria cterales ceae er fied 7 0 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 3 3| 43 0 4 1 5 9 0 0 0 1 0 0 1 3 1 2 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | Unclassi 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
acteri | utes cillales ceae llus fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 1 0 0 0 1 0| 10 0 0 6 0 0 2 0 0 0 6 0 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Christensene | Unclassified Unclassi 1 1 2 0 1 1 2 0 0 2 0 2 1 0 0 0 3 4 0
acteri | utes a iales Ilaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 3 4 |44 | 21| 40| 12 | 56 | 11 1 6| 13|16 | 11| 81 5 5 3|17 9
acteri | utes a iales aceae ira fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 2 2 0 2 41 0 0 1 1 6 2 2 5 1 3 1 0 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 1 1 2 1 0 1 0 0 1 2 2 1 0 0 1 0 0 0 0
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Dehalobacte | g_ Dehaloba | Unclassi 1 0 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 1 0
acteri | utes a iales riaceae cterium fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2|12 1| 4] 11|19 |17 | 43| 49 41 11 | 16 8 | 13 2|27 (3|12 |23
acteri | utes a iales fied 9 9 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | s_ copri 2|12 1| 4 1 3|12 | 47 0 0 3 7|13 2 2|31 0| 25| 36
acteri | oidetes ia idales ae a

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 2 4 2 7 0 0|12 | 25 0 3 31|58 3] 12 0 3 5 2 3
acteri | ed d fied 8

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | s__egger 1 1 2|13 1 2 0 9 2 0 1 4 0|11 5 0 3 1 4
acteri | oidetes ia idales ae es thii

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 0 0 1 0 0 1 0 0 3 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 1 0 0 0 1 0 0 0 2 0 0 3 3 0 0 1 1 3 0
acteri | utes a iales aceae ira fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 1 6| 32 2| 80 4 0] 61 0| 71| 15 5125 |47 | 61 4191 6
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 2 0 3 5 0 0 1 0 0 0 0 1 0 0 0 0 1 2 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 1] 16 8 3 0 2 6 0 3 1134 1] 15 3 0 2 2 3
acteri | utes a iales ceae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_ Coriobacteri | Unclassified Unclassi 2 2 0 0 0 2 0 0 5 0 1 1 1 0 1 1 0 2 1
acteri | bacteria teriia cteriales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 3 1 1 9 0 3113 9 8 1 1 0 7| 45 0 6| 11 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 2 0 2 0 0 2|22 0| 26 0| 26 0 0 0 6 8|37 |87 |13
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Bacilli o_ Turicib | f_ Turicibacter | g_ Turicibac | Unclassi 2 4 0| 4 0 0 0 1 0 0 0 2 2 0 0 0 0 0 0
acteri | utes acterales aceae ter fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 1] 38 0 7 0| 22 3 1 0 0 3 0| 43 8 1 0 5 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 5 2 0 0 0 5 0 0 0 0 4 0| 16 0 2110 | 28 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 2|28 114 3 3 3 5 1 71 21|15 1] 43 5 7138 |23 2
acteri | utes a iales ceae fied 6

a

k_B | p_T™M7 c__TM7-3 o__CWo040 | f_F16 Unclassified Unclassi 1 0 4 1 0 2 8 1 1 1 3 0 2 4 6 1 3 5 2
acteri fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 1 0 1 2 0 1 1 0 2 0 2 1 3 2 0 0 1 3 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 3 0 0 1 0 1 0 0 0 0 0 0 0 1 0 2 0 2
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Dorea Unclassi 1 0 8 0 2 0 1 3 2 1 1 0 2 1 0 0 2 1 3
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 1 0 1 0 0 1 2 1 0 2 1 2 0 2 0 0 1 0 0
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 1 1 0 0 0 0 1 0 0 0| 40 1| 56 0 0 0 1 0
acteri | utes a iales ceae fied 4

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1110 0 1 0 0 1 0 0 0| 17 0| 10 1({11]21 0] 65| 38
acteri | utes a iales ceae fied 8 9 6 1

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 1 0 0] 10 2 3 3 3 0 2 51|24 0 5 0 1 4| 4 3
acteri | utes a iales aceae occus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 2 1 1 3 1 0 0 2 3 0 2 0 1 2 2 1 4 1 0
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 0] 32| 44 0| 10 0 0 0 1| 16 | 42 7| 93 1 0 8 0 9
acteri | utes a iales ceae fied 6

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 1 1 2 0| 95| 28 | 92 0 3 1 0 4|31 0 2152|1010 0
acteri | oidetes ia idales Ilaceae] fied 8 7 3 53

a

k_B | p__Firmic | c__Erysipelo | o__ Erysipe | f_ Erysipelotric | Unclassified Unclassi 1 2 3 5| 11 1 7 0 0 2 1 0 1 0 0 6 0 0|11
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 1]10 1| 15 2 5 3 7 1 3 4| 37 51| 23 2 1 0 5 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 1 2 1] 23 3 2 2 41 0 1 3|24 2 2 2 4 3|10 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 3 1 0 0 0 0 1 0 0 2 0 6 0 1 1 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 1 2 1 1 2 7 0 0 0 5 0 1 0 1 3 0 0 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 1 4|23 29 1 1 1 0 0 1 1 3 0 51| 24 0 1 3 0
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 1 1 0 3 0 3 0 0| 16 1 3 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 9 3 2 1 2 0 2 1 5 8 2 3 2 0 1 1 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1123|1510 1 0| 14| 19 1 1 0] 33 1] 24 3 0 1 3 1
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Veillonellac | Unclassified Unclassi 1|23 |14 0| 66|42 | 33|30 |23| 76| 14| 10 |13 |27 | 20 | 64 | 62 1 0
acteri | utes a iales eae fied 0 9 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g__ Anaerosti | Unclassi 1 3 0 1 4115 | 4 0| 10 0 1 3 1 2 0 1|11 7 3
acteri | utes a iales ceae pes fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 3 0 0 1 8 5 0 5 0 0 0 0 0 0 3 2 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Christensene | Unclassified Unclassi 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0
acteri | utes a iales Ilaceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 1 2|10 0 0| 38 3| 13 0 2 0 0 7 6 5 0 0| 16 | 33
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0|21 |71 14 9 11 2 3 8| 13| 54| 4 3112 1 5 2 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Oscillosp | Unclassi 1 0 0 8 41 0 3 2 3 0 0 8 1 2 2 0 0 3 0
acteri | utes a iales aceae ira fied

a

k_B | p__Proteo | c__ Alphapro | o__ Ricketts | f__mitochondri | Unclassified Unclassi 1 0 0 0 1 0 0 0 1 2 0 0 0 0 1 1 0 1 2
acteri | bacteria teobacteria iales a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 2 1 6 0 0 0 0 0 1 1 1 5 0 5 0 0 1 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 1 0] 19 1| 48 | 37 0 141 12| 10 0] 13 0|72 0 0 0 0
acteri | oidetes ia idales ae a 1 33

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 1 4 0 3 0 0 2 1 0 0 0 1 0 4 0 0 0 0 0
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 1 5 0 3 021|114 049 | 19| 31| 33 6 1(12 ] 14 6 8 6
acteri | utes a iales fied 3 2

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 1 0 0 2 4 0 0 3 0 0 2 1 0 0 2 1 2 1 2
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Oscillosp | Unclassi 2 1 4 6 2 0|21 7 1 1 0 5 1] 10 0 0 6 1 2
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 119 1 0| 75 2 (21|46 | 48| 41 0 0| 4 0|18 |23 0 0 2
acteri | utes a iales aceae occus fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 1 3|13 1 2 0| 62 1 4 0 7127 0 9 4 0 1 4 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 1 0 0 3 0 0 0 2 0 0 0 7 0 0 0 0 1 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 1 0 0 0 3 1 0 0 1 1 3 0 0 0 0 0 0 0 1
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Christensene | Unclassified Unclassi 1 0 0 0 0 1 0 0 0 0 0 2 0 0 0 1 0 2 3
acteri | utes a iales Ilaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0|14 | 23 0 0|16 | 12 | 23 0| 49 3 (14|20 |37 3 0 2 0 1
acteri | utes a iales ceae fied 5 1 0 4 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0]88 | 16 | 86 0 4 0 0 0| 25| 22 | 10|12 |24 | 25 | 77 1 1 1
acteri | utes a iales ceae fied 6 2

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0|16 | 25| 28 0 0| 13 | 89 0 6 6 0 0 0| 74 0 0|98 | 28
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0|24 22 0 0| 17 | 16 0 0 9 0| 16 5115 | 10 0|35 1 0
acteri | utes a iales fied 1 4 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 712921 34 5130 |19 9| 18 6 3120 02294 8 3] 12
acteri | utes a iales aceae fied 2 4 9 0 7 3

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0|65 11 0 0| 67 1 0] 35 1| 56| 25| 10 0|20 |39 01|12 | 35
acteri | oidetes ia idales ae a fied 1 1 2 9 8 0| 22 39 | 25 39
a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 0] 21 0| 26 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 01]19 | 73 3 0] 76 0 1 2 1 0|14 |47 | 11 | 43 | 58 | 94| 34 8
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Faecaliba | s_ praus 0] 19 | 18 0 0 7 0 0] 34 4| 28 0 0 0 0] 37 0 0 0
acteri | utes a iales aceae cterium nitzii 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Oribacter | Unclassi 0| 60 | 45 0 6 | 16 0 0|8 | 72| 42 0 3 0 0| 10 0 0] 32
acteri | utes a iales ceae ium fied 1 0

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0| 13 0 0 0 0 0 0 0 0 0 0|37 | 23|13 41 16 2|22
acteri | utes a iales ceae fied 3 1 2
a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0| 57 3 0 0 0 0 0 4 0 2 0 0 0 0 0 0| 11 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0|22 35 0 0 0 1(3 |71 0 3 1110 0 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 8 3 1 6 1115 1 2 2 2 2 2 4 4 1 2 5 3
acteri | utes a iales fied

a

k_B | p__Spiroc | c_ Spirocha | o_ M2PT2 | Unclassified Unclassified Unclassi 0 2 0 0 0 5 0 0 0 0 1 7 0 0 0 0 0 1 1
acteri | haetes etes -76 fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0|21 |47 |35 0 0 0 1 0 1 0 3 5 0| 27 2 1 0 2
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0] 21 1] 22 0 0 0 0 0 0 0| 44 0 2 0] 11 0 0 0
acteri | utes a iales fied 0 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 3 6 1 1 0 2 0 0 2 7 1119 0 0 2 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0| 62 0 0| 32 0 7 7192 39 1| 16 0| 10 8 1 0 0 0
acteri | utes a iales fied 8

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 01| 76 0 0 01 29 0 0 5 0 0 0 0 0 0| 14 0 0 9
acteri | utes a iales fied 1

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 1 7 0 0 0 1 5 6 0 1 1 6 0 9 0 0 1 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 5 0 0 0 0 0 0 0 0 0 0 3 0 0 0 1 0 1
acteri | utes a iales ceae cus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 2 0 5 0 6 7 0 0 0 1 1 0] 30 3 1 0 3|14
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0| 24 0|51 41 0 0 0 0 0 2 0 0 0 0 3 0 0 9
acteri | utes a iales ceae fied

a

k_B | p__Proteo | c_ Gammap | o__Aeromo | f_ Succinivibri | Unclassified Unclassi 0| 50 | 69 0 0| 53 0 1|84 0| 72|49 | 17 | 50 | 10 | 63 0] 15 0
acteri | bacteria roteobacteria | nadales onaceae fied 3 2 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 9 0 0 0 0 0 3 0 0 0 0 0 0 0 0 7 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 0 1 0 4 0 0| 12 6| 10| 81| 17 | 35 | 36 0 2 0 0
acteri | utes a iales fied 9 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0|14 |37 |25 0| 20 | 46 2| 16 41 13 0 8|34 |55|78 0 2|12
acteri | utes a iales ceae fied 3 1
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 6 0 0 0 0 1 0 0 0 1 7 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 0] 11 1] 30 0 2 0 0 0 0 0 0 0 0 0 0 4| 4 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0| 40 | 53 0| 39 |70|11|62| 13| 25| 16 | 51 | 61 0|49 | 62 0| 10 | 50
acteri | oidetes ia idales fied 0 1 3 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0] 10 0 0 0 0 0 0|87 | 10| 53 0 0| 34 3 0 0 0 0
acteri | utes a iales ceae fied 9

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 5114 |21 5 1 3 0 1 6 51| 14 0| 16 2 1 2 0 2
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 5111 | 30 0 1 0 0 0 0 1|11 1 0 1 2 0 3 3
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g_ p-75-a5 Unclassi 0 1 1 0 1 3 4 3 6 2 0 6 2 4 4 0 3 1 1
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 1 0| 69 1 0| 21| 66 0 3 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 1 3 8 0 0 1 1 2 0 0| 16 2 0 0 0 2 2 0
acteri | utes a iales aceae fied

a

k_B | p__Proteo | c_ Gammap | o_ Enterob | f_Enterobacter | g_ Escherich | s_ coli 0 1 0 7 0 0 0 0 5 0 0 0 0 0 0 0 0 0 1
acteri | bacteria roteobacteria | acteriales iaceae ia

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Lachnospira | g_ [Ruminoc | s__ gnav 0 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2|33
acteri | utes a iales ceae occus] us

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 4132110 3 0| 92 0 4 1 5 2 0|13 |23 1 3| 16 8
acteri | utes a iales fied 44 6

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 2 5 0 1 2 0 0 1 2 2 1 5 0 1 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 3| 18 7 2 0 0 1 5 0| 10 0 7 7 3 3 3 0 1
acteri | utes a iales fied

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | Unclassified Unclassi 0 7 0 1 0 1 0 0 4 4 3 0 1 2 0 0 0 0 0
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0|11 10 0 0 0 0 0 0| 31| 14 0 5 0| 13|18 4 7 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | Unclassi 0 1 0 0 0 0 0 0 0 1 1 1 1 0 0 0 2 0 1
acteri | oidetes ia idales ae a fied

a

k_B | p__Proteo | c_ Betaprote | o_ Burkhol | f__Alcaligenace | g_ Sutterella | Unclassi 0|11 2 0 0] 21 3 5|15 | 16 1|37 2131 3|14 4 1 1
acteri | bacteria obacteria deriales ae fied

a

k_B | p__Proteo | c_ Betaprote | o_ Burkhol | f__Alcaligenace | g_ Sutterella | Unclassi 0 3 3 0 0| 18 3116 | 31| 12 2120 |21 3 21251 10 8 2
acteri | bacteria obacteria deriales ae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 6 0 0 0 0] 15 0 0 0 0 0 0 0 0 0 4 1 1
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 2 1 1 2 0 2 0 3 0 1 4 0 1 2 0 4 1 0
acteri | utes a iales aceae fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 7113 | 85 0 1(22]| 54 9 5 7121 8|26 | 45 2|28 | 56 2
acteri | utes a iales fied 1 1 6 4 6

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 9 0| 40 1 2 0 0 3 0 0 0 3 0 0 3 5 0 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 2 0 0 1 0 0 41 0 0 1 0 0 0 0 0 0 2 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Streptococca | g_ Streptoco | Unclassi 0 2 0 1 5 2 1 2129 3 1 0 1 6 1 5 2 2 9
acteri | utes cillales ceae ccus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 7] 12 1 0 0] 10 0 6 0 2|11 0 0 2 0|22 0 0
acteri | oidetes ia idales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | Unclassified Unclassi 0 6 | 14 1 0 114 | 12 8 8| 10| 28 | 11 | 96 | 13 | 17 | 13 51| 16
acteri | oidetes ia idales Ilaceae] fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Odoribacter | g_ Butyrici Unclassi 0 3 0| 22 7 2 4 0 4 7 2|10 3|18 7 4 2 1 3
acteri | oidetes ia idales aceae] monas fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 0 6| 17 | 26 0| 65|40 (65|16 | 15 3122 (52|19 16 0| 40 1 0
acteri | utes a iales ceae fied 4 8 82 5 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 4 1 1 0 0 0 0 3 3 5 1 1 7 3 2 6 2 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 8 3 0 114 0 0 1 0 1|35 3] 59 1 4 3 8 5
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 0 3|10 0 3 3 0 1 1 0 6 | 12 0|21 5 1 2 1 2
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 0 2 6 0 0 1 0 0 0| 12 0|18 31 0 9 0 0 0 0
acteri | utes a iales fied 0

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 7118 2 0 0 7|24 0 4 1 0 0 0 0 0 2 0 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 3 1113 0 2 0 0 0 0 0 0 0 1 0 0 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 4 2 0 0| 10 6 | 87 0 0 3 0 0 1|12 0 0| 22 8
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 2 0 0 0 0 1 0 0 0 0 2 1 2 1 0 1 0 2
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 1 0 0 0 2 0 1 1 1 0 2 1|1 0 0 1 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 2 4 0 1 6 9 0 4 0 0 5 3 1 2 0 6 1 1
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 0 6 1 0 0 0 0 0 0 0 3141 0| 47 9 0 0 2 2
acteri | utes a iales aceae occus fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 2 0 0 0 0 0 5 0 0 0 0 0 0 0 0 1 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 2 0 0 1 0 0 0 0 0 7 0 6 0 0 0 1 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 3 0 0 0 0 0] 25 0 0 0| 28 0 0 0 0 0 2 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 2 0 0 0 0 0 0 0 0 0 0 0 5 0| 12 0 0 6
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 5 0 0 0 0 0 0 6| 23 0 0 0 0 0 0 3 0 0
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 8 2 0 0 4 0 0 7 3 3 0 0 1 0 4 0 0 0
acteri | utes a iales ceae cus fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 1 0 0 0 0 7 0 0 1 1 2 2 3 0 1 4 8 5
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Lachnospira | g_ [Ruminoc | s__gnav 0 3 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 2 0
acteri | utes a iales ceae occus] us

a

k_B | p_Cyano | c__ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 3] 9 0 0 0 0 0 0 0 0| 17 0 0 0 0 0 0 0
acteri | bacteria fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 1 0 1 0 0 1 0 2 0 1 1 3 0 0 0 0| 4 3
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Dorea Unclassi 0 1]14 | 18 0 0 1 2 5 4 5 3 0 3 3 2 6 3 0
acteri | utes a iales ceae fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 11 | 47 0
acteri | cutes S fied

a

k_B | p__Deferr | c_ Deferriba | o__Deferri | f__ Deferribacte | g__ Mucispiri | s__schae 0 2115 14 0 3| 4 0 0 1 1|30 6 | 10 4 0 0 1 1
acteri | ibacteres cteres bacterales raceae llum dleri

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g_ RFN20 Unclassi 0 2 7 3 41 4| 4 6 | 10 2 0 0| 10 | 13 2 3 4 8 9
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 2 0 2 2 0 6 5 0 0 0 5 0| 17 1 0 1 0 1
acteri | utes a iales fied

a

k__B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 1 0 0 0 1 0 2 0 6 1 0 1 0 0 2 0 0 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 1 41 4 0 0 5 8 2 3 1 2 5 0 0 0 1 7 5
acteri | utes a iales aceae occus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 3 4 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 0| 16 2112 | 53| 23 0 1 0| 19 5 0| 18 0120 0|11
acteri | utes a iales ceae fied 3

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g__ Paraprev Unclassi 0 3 4 1| 23|14 |19 29 | 27 0 6 3 0 6 3127 | 70|91 15
acteri | oidetes ia idales Ilaceae] otella fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 3 0] 14 0] 22 0 0 0 0 0 0 5 2 1|44 |8 |11 | 39
acteri | utes a iales fied 5 2 9
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 3194 |67 | 40| 18 | 33 2130 | 21 9 5110 | 30| 40 | 20 7157 33
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 1 1 0 0 0 0 0 0 0 0 0 2 0 2 0 2 0 0
acteri | utes a iales aceae ira fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 1 0 3 0 0| 12 2 0 9 0 0 0| 47 9 0 0 1 0
acteri | ed d fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 1 0 2 0 0| 14 3 0 0 0 0 0 0 0 0 8 2 0
acteri | ed d fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 0 0 3 1 0 7 3 0 1|19 0 1 3 0 1 0 2
acteri | utes a iales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 1 0 0 0 2 0 0 6 0 0|59 |24 0| 32 0 0 0 2
acteri | ed d fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 1 0 1 0 0 0 0 0 0 3 0 1 8 5 0 8 6 3
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 3 0 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | Unclassified Unclassi 0 1 0 0 0 0 4 0 0 0 2 0 0 0 0 0 0 6 0
acteri | oidetes ia idales llaceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Veillonellac | Unclassified Unclassi 0 1|24 0 0] 10 1 0 4 1 0| 14 0| 54 5 1 0 0 0
acteri | utes a iales eae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 2125 |11 0 4 2 0 2 5 7 1 3|12 4 1 5 0 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 1139 5| 21|14 (27|29 | 14 0| 13 |44 | 27 | 31| 21 41307 |25
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 8 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 0
acteri | utes a iales fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 1 0 2 0 0 0 0| 45 0| 81 0| 4 0129 5 0 2 7
acteri | cutes s fied

a

k_B | p_Cyano | c__4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 2| 63 0 0 0 0 3122 9 5 0 0 6 | 61| 16 0 0 2
acteri | bacteria fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 0 1 0 5 0 1 1 2 4 3 1 6 1 3 0 1 2 2 0
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 3 0 2 0| 19 2 0 4 1 3 1 6 4 0|45 | 10 6
acteri | utes a iales fied 0

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 0| 19 9 0] 25 0| 12 0| 11 | 25 1|15 |11 0 2 2 5
acteri | utes a iales ceae fied 5 2 7

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 1 1 0 0 2 3 2 1 1 1 0 0| 34 0 1 1 0 2
acteri | utes a iales aceae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | Unclassified Unclassi 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 0
acteri | bacteria teriia cteriales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 1 0 6 0 0 0 0 0| 49 0 1 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 1 0 1 1 1 0 2 3 0 1 0 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 1 0| 4 0 0 0 0 1 0 0 4 0 0 0 0 0| 4 0
acteri | utes a iales aceae fied

a

44



Genetics and Molecular Biology 43, 1 (2020)
Copyright © 2020, Sociedade Brasileira de Genética

Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 0 0 0 0 1 1 2 0 0 1 0 1 2 1 0 0 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 2 2 8 0 5 9 3 4| 36 6 5 7 1|51 0 2 2 6
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f__ Prevotellace | g_ Prevotell Unclassi 0 1 0 0 1 0 4 3 3 0 0 1 2 2 2 1 3 3 5
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 0| 4 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 0 1 3 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 2 4 0 1 0 0 2 0 7 0 0 0 4 0 0 0 1 0
acteri | utes a iales fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 1 0 1 0 5 0 0 0 0 0 0 2 0 5 0 0 6 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1] 45 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 0 0 0 0 0 0 3 0 0 2 0 4 3 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 1 0 0 0 0 0 6 0 0 0 0 2 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 0 8 0 2 3 0 0 0 1126 9 3 4 0 2 1 1
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 6
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 1 7 0 1 3 2 5 3 0 1 0 6 | 14 2 0 1|44 9
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Odoribacter | g_ Odoribact | Unclassi 0 2 4111 1 0 1 5 2 1 51|11 0] 25 0 0 0 0 0
acteri | oidetes ia idales aceae] er fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 1 1 0 1 0 0 0 2 0 0 0 0 7 2 0 0 1 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 1 0 0 1 0 0 0 0 0 1 0 2 0 0 2 1 4 0
acteri | utes a iales fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 0 1] 12 6 6 0 0 0 0 0 0 0 0 2 0 0 8 2 0
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0] 11| 12 0 0 0 0 0 0 1 1 0 3130 1 0 01 39
acteri | utes a iales ceae fied 63 9
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0] 34110 0 0 0 0 0 0 1 0 0 0 0 1 0| 36 9
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0] 10 5 3 0| 14 | 22 9 0 2110 0 4 6 4 0| 4 9
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0| 53 7 0 0] 10 5 0 0| 12 2 0| 24 1 4| 45 7 3
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 4 1 2 0 0 1 1 1 1|12 1 6 0 1 0 1 1
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0] 29 0 0 0 9 0 0 3| 32 0 0 0 0 0 0] 10 | 99
acteri | oidetes ia idales fied 0

a

k_B | p_Cyano | c_ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 0] 20 0 0 0 0 1 0 0 1 0 0] 13|29 0 0 0 0
acteri | bacteria fied 4

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0] 12 1 1 0 5 6 1 0 0 6 1 0 0 0 0 0 4
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 4 1 0 0 0 0 0 0 0 4 1 1 1 0 1 0 2
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g_ Prevotell | Unclassi 0 0] 22 0 0 0 0 0|23 | 53 0 0 0 0| 10 0 0 0 0
acteri | oidetes ia idales ae a fied 6

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 0 0 41 12 1 1 0 0 0 0 0| 27 1 5 1 1 1 0 2
acteri | bacteria eobacteria vibrionales | onaceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Verruc | c_ Verruco- | o_ WCHB | f_RFP12 Unclassified Unclassi 0 0| 15 0 0 1 0 0 1 0 0 0 1 0 0 0 0 1 0
acteri | omicrobia | 5 1-41 fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0| 14 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0] 28 0
acteri | cutes s fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0] 10 1 0 3 0| 14 1 0 0 1 0 0 5 0 0| 4 6
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 2 2 1 0 0 0 0 1 1 1 0 0 0 0 0 0 3
acteri | oidetes ia idales ae a fied

a

k_B | p__Proteo | c_Gammap | o__ Aeromo | f_Succinivibri | g__ Anaerobi | Unclassi 0 0| 14 0 0 9 2 0 2 0 0 6 5 1 2 4 0 2 0
acteri | bacteria roteobacteria | nadales onaceae ospirillum fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 5| 4 0 0 0 0 0 1 0 7 1 5 0 0 1 2 3
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Faecaliba | s__praus 0 0 2 0 0 0 2 0 0 3 1 0 0 1 0| 17 0 0 0
acteri | utes a iales aceae cterium nitzii

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0] 20|47 | 22 1130 | 98 0| 14 0 0 2 2114 | 26 0 0| 24
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 3 1 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 3| 4 0 0 1 3 0 0 0 1 1 0 0 0 0 2 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0| 40 0 0 0| 4115 0 3| 27 0 0 0(23|14 0|18 | 20
acteri | oidetes ia idales fied 28 4

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g__ Prevotell Unclassi 0 0 8 0 0 0 0 0 0 0 0 4 6 0 0 2 0 0 0
acteri | oidetes ia idales ae a fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 7119 0 1 0| 17 1 0 0 4 0] 13 0 0 0 0 1
acteri | ed d fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 3 0 0 0 0 0 0 0 0|31 0 1 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ p-75-a5 Unclassi 0 0 8 0 2 0 1(11 |10 0 2 2 1 5 1 0 7 0 1
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 4 5 0 3 3 0] 20 1 0 8 2 0 0 0 3 0 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 8 1 1 0 1 4 1 0 0 3 0 0 1 1 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 3110 2 2|16 8 5 1 0 7 4 1 3 0| 10 2 6
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 2 1 0 1 0 1 0 1 0 7 1 1 0 1 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0] 12 51| 26| 12 0|34 ] 0 3| 14 0 0| 10 6 0 1 0 0
acteri | utes a iales aceae fied 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 7 0 0 0 1 2 0 2 0 0 0 1 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 5126 3 0 3 1 0 0| 21| 23 2|36 | 49 0 0| 80| 13
acteri | utes a iales fied 7 4
a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 2| 4 1 2 0 0 3 0 1 0 0 0 1 2 1 2 0
acteri | utes a iales aceae fied

a

k_B | p__Proteo | c_ Betaprote | o_ Burkhol | f_Alcaligenace | g_ Sutterella | Unclassi 0 0 5 0 0 0 6 2 0 1 0 0 0] 14 6 0 0 0 0
acteri | bacteria obacteria deriales ae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 6 0 0 6 0 6 0 2 3 4 0 0| 22 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2 0 5 1 2 2 1 0 0 1 0 0 0 2 3 0 0
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Proteo | c_ Betaprote | o_ Burkhol | f__Comamonad | Unclassified Unclassi 0 0 2 0 1 0 0 0 0 0 0 2 0 0 1 1 0 1 0
acteri | bacteria obacteria deriales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Ruminoc | s_ callid 0 0 6 0 0 0 0 0] 17 0 1 0 0 0| 16 0| 36 0 0
acteri | utes a iales aceae occus us

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | g_ Collinsell | Unclassi 0 0 1 1 0 1 0 0 2 1 0 0 0 0 0 0 0 1 0
acteri | bacteria teriia cteriales aceae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2 7 0 2 0 0 1 0 0 1 0 3 1 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 1 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Lachnospira | g_ [Ruminoc | s__gnav 0 0] 10 0 1 0 0 1 1 0 1|14 2 3 0 0 0 0 0
acteri | utes a iales ceae occus] us

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 5 0 0 0 0 0 7 0 7 1 5 0 0 0 0 3 0
acteri | ed d fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 1 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 1
acteri | cutes S fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 4 0 0 0 1 1 0 5 0 0 0 0 4 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 4 5 0 0 0 0 0 0 1 5 1 2 0 1 2 2 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 4 0 0 0 0 0 0 0 0 0 0 2 0 0 0] 23 1
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 3 0 0|12 | 21|53 2 8 0 3 1 0 2| 27 0 0] 33
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Allobacul | Unclassi 0 0 5115 5 8 1 6 4 1 0 0 1 0 9 0 0 0] 12
acteri | utes trichi lotrichales haceae um fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 1 2 0 0 0 0 0 1 1 5 0| 10 0 0 0 0 0
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 8 0 3 0 2 0 1 0 0 0 0] 12 1 0 0 3 0
acteri | ed d fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_Desulfovibri | Unclassified Unclassi 0 0 1 0 1 1 0 0 0 0 0 1 0 2 2 0 0 3 0
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2 1 3 1 2 2 1 0 0 3 0 0 0 1 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 4 0 0 0 0| 13 0 5 0] 20 2 0 0 3 1 0 0
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 7 3 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2 0 0 0 0 8 0 0 0 0 0 1 0 0 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Rikenellacea | Unclassified Unclassi 0 0 3 0 1 0 1 6 3 0 0 1 0] 15 2 0 0 2 0
acteri | oidetes ia idales e fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 2 2 0 5 1 5 3 2 2 1 2 0 2 1 3 5 2
acteri | oidetes ia idales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 1 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 3 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | Unclassified Unclassi 0 0 2 3 0 1 1 0 1 0 0 3 0 1 1 0 1 2 1
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 4 0 5 0 7| 38 7 2 0 0 0 0 1 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g_ RFN20 Unclassi 0 0 2 2 0 2 0 0 3 2 0 2 0 0 0 0 0 0 1
acteri | utes trichi lotrichales haceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 1 0 3 0 0 0 5 0 0 0 0 0 1 0 0 3 2
acteri | ed d fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2 3 0 0 1 3 0 0 1|17 8 1 6 0 0 0 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 3 0 0 1 0 0 0 0 0 0|11 3 0 0 0] 25 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 1 0 1 0 0 0 0 0 1 0 0 0 3 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2| 4 1 1 2 1 0 0 1 4 1 3 2 1 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 2 0 1 9 1 6 1 1 0 1 0 0 2 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 1 3 0 0 0 1 0 0 0 3 0 0 0 0 0 1 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 1124 19 9 0 0 0 0 0 0 0 3 1 0 0 1 0
acteri | utes a iales ceae fied 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 2 9 0 2 1 0| 10 3 2 9 3 9 8 3 2 5 1
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 1 0 0 0 0 0 0 0 0 0 0| 10 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Spiroc | c_ Spirocha | o__Spiroch | f__ Spirochaetac | Unclassified Unclassi 0 0 2|18 0 3 3 0 2 2 2176 0 0 0 0 0 0 0
acteri | haetes etes aetales eae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Allobacul | Unclassi 0 0 3 8 0 2 0 0 5 0 0 0 1 0 1 0 0 1 7
acteri | utes trichi lotrichales haceae um fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 1 3] 31 0 0] 15 0 0 0 0 0 1 0 0 0 0| 26
acteri | utes a iales aceae occus fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 2 8 0 0 0 0 0 0 0 0 0 0 1 0 02210
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 1 2 0 1 0 3 2 2 3 8 1 6 3 1 2 0 1
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 1 0 0 0 0 0 0 0 0 1 0 3 0 0 1 7 0
acteri | utes a iales fied

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Coprobac | Unclassi 0 0 1 0 5 0| 4 0 0 3 0 0 0 0 1 0 0 0 2
acteri | utes trichi lotrichales haceae illus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 1 8 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 012229
acteri | utes a iales ceae cus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 1 0 0 1 2 0 0 0 0 1 0 2 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c¢_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 1 0 0 1 0 0 0 0 0 0 0 3 0 0 0 0 0
acteri | utes a iales aceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 1 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Oscillosp | Unclassi 0 0 1 1 1 0 2 0 1 0 0 2 0 6 0 0 0 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 1 0 2 0| 4 9 0 0 0 5 2 0 0 0 1 5 4
acteri | utes a iales aceae ira fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 1 0 0 0 0 0 0 3 01| 10 3 4 0 0 1 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 1 1 1 0 0 0 0 0 0 0 1 0 0 1 1 0 4
acteri | utes a iales aceae occus fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ [Prevotell | Unclassi 0 0 0|16 | 16 | 55 0] 13 0 0 0|76 | 11 0] 72 3| 25 | 47 0
acteri | oidetes ia idales Ilaceae] al fied 77 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 0 0 026 11 9122 |12]| 31 0| 13| 45| 14 0] 22 4151|10| 24
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0|53 0| 50 0 0 0 0 0|62 14 0 0 0 0]15 | 15
acteri | utes a iales fied 7 3 3 6
a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 0 0 0| 41| 88 41 94 0 0 7 0 0 1 0 0 0 0 0 1
acteri | oidetes ia idales ae es fied 6 3

a

k_B | p__Bacter | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0| 28 412125 0] 23 5 0| 61 3 0 0|10 (19| 22| 13
acteri | oidetes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 0 0 0 1 2 0 2 0 0 0 1 0 0 0 0 0 0 1 0
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0| 52 0 6 0| 26 0 0 0| 45 0 0 0 0 2 0 0
acteri | utes a iales ceae fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0| 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g__ Coprococ | Unclassi 0 0 0] 11 0 0 0 0 2 0 0 0| 37 0 0| 32 0| 445
acteri | utes a iales ceae cus fied 9

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 0 0 0 3 0 0 0 2 0 0 1 0 1 0 0 3 0 7 7
acteri | oidetes ia idales Ilaceae] a] fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 2 0 0 0 1 0 0 0 0 3 0 0 0 0 3 1
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1
acteri | oidetes ia idales ae es fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Spiroc | c_ Spirocha | o__ Spiroch | f_ Spirochaetac | Unclassified Unclassi 0 0 0| 14 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0
acteri | haetes etes aetales eae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ [Ruminoc | s__gnav 0 0 0 7 1 0 3|19 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae occus] us

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 6| 22| 48 | 48| 36 | 26 | 36 0 08829 30 0] 22 0 0
acteri | bacteria teobacteria fied 4 9

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 2 1
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 3 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 2| 441 0 0 0| 18 0| 14 0 0 0 0 0 0 0| 62
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0| 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 1 0 0 0 0 0 1 2 0 0 0 0 0 2 4 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 8 1 0 0 0 0 1 0 0 0 8 1 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0] 25 3 0| 20| 10 0| 15| 53 0 033|093 8 0| 70 | 58
acteri | oidetes ia idales fied 0

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 2| 12 0 0 0| 60 0 0| 67 0| 78 0 0 0 1 3
acteri | utes a iales fied 6

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0| 4 0 0 3 1 0 0 0 1 0 0 0 0 1 3 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 3 0 0] 20 0 0 0 1 0 0 0 1 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0| 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 2 0 0 0 0 0 0 2 7 0 0 1 1 2 1 0
acteri | cutes S fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 0 0 0 5 0 0 0 0 0 0 0 0|25 0 0 0 0 7 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Dehalobacte | g_ Dehaloba | Unclassi 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0
acteri | utes a iales riaceae cterium fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0] 20 0] 12 0 5 0 0 0|79 20 1 0 3|25 2 1
acteri | utes a iales fied 1 4

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 0 1 3 3 3 0 2 0 0 2 1 3 0 0 0 0 1
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 1 0 0 0 0 1 3 1|45 0 6 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 8 135 0 0 0 0 0 0] 25 2 0 0 3 8 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 3 0 0 0 0 0 0 0 1 3 0 0 3 0 9 1
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 6 0 0 0 0 0 0 0 2 3 0 0 2 3 5 2
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 2 0 0 0 7 0 0 1 0 0 0 0 0 0 7 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 1 0 1 0 0 0 0 0 3 0 0 0 0 1 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 2 2 0 6 41 0 0 0 3 0 0 1 0 0 0 0
acteri | utes a iales ceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
acteri | utes a iales aceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 5 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 5 0 0| 46 0 0 0 2 0| 12 0 0 0 3|17 | 82
acteri | utes a iales fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 2 0 0 2 0 2 4 0 0 1 0
acteri | ed d fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0| 4 0 0 0 1 1 1 2 5 0 0 1 1 1 1 1
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 1 0 0 0 0 1 0 0] 11 0 0 0 0 1 3 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 0 0 0 1 1 0 0 41 0 0 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 0 0 0 2 1 0 0 0 0 0 0 0 0 1 0 0 1 0 0
acteri | utes a iales aceae] fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 2 1 0 2 41 0 2 1 0 0 2 1 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 1 0 0 0 3 0 0 0| 66 0 0 0 8 1 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 2 0 1 1 0 0 0 0 3 0 1 0 1 1 1 0
acteri | utes a iales aceae fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 3 0 0 1 2 0 0 3 0 0 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 0 0 0 3 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 2 9 0 2 0 0 0 0 2 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 4 0 0 1 0 3 0 6 0 0 1
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s_ copri 0 0 0 1 2 0 6 5 0 0 2 0| 4 1 0 2 0 3 1
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 2 0| 67 0 0 0 0 0| 60 | 13 0 0 0 02111
acteri | utes a iales fied 9 0 2 3
a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | s__catus 0 0 0 1 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae cus

a

k_B | p__Proteo | c_ Epsilonpr | o_ Campyl | f_Helicobacter | g_ Flexispira | Unclassi 0 0 0 1 0 0 0 1 0 0 0 2 0 6 1 0 2 0 0
acteri | bacteria oteobacteria | obacterales | aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0| 4 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Proteo | c_ Deltaprot | o_ Desulfo | f_ Desulfovibri | Unclassified Unclassi 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 2 0 0
acteri | bacteria eobacteria vibrionales | onaceae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | g__ Adlercreu | Unclassi 0 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0
acteri | bacteria teriia cteriales aceae tzia fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Rikenellacea | Unclassified Unclassi 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 4
acteri | oidetes ia idales e fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 0 0 0 1 1 2 4 1 3 0 0 0 0 2 1 4 2 3 1
acteri | oidetes ia idales ae a fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2
acteri | ed d fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 0 0 0 0 0 4 1 0 1 0 1
acteri | utes d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Rikenellacea | Unclassified Unclassi 0 0 0 1 0 0 0| 17 6 0 0 0 0 0 0 0 1 2 4
acteri | oidetes ia idales e fied

a

k_B | p__Spiroc | c_ Spirocha | o__ Spiroch | f_ Spirochaetac | g_ Trepone Unclassi 0 0 0 1 2 1 2| 28 0 7 2 4 0 7 3 2 1 1 1
acteri | haetes etes aetales eae ma fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 2 3 1 2 0 0 0 0 1 0 2 0 0 0 0 4
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 1 0 0 0 0 0 0 0 0 0 0 5 0 0 1 0
acteri | utes a iales ceae fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 1 0 0 0 0 0 0 0 0 0 0129 4110 2|24
acteri | cutes S fied

a

k_B | p__Proteo | c_ Betaprote | o_ Burkhol | f__Alcaligenace | g_ Sutterella | Unclassi 0 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 3
acteri | bacteria obacteria deriales ae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0| 63| 26 0 0 41 63 0 0 7 4| 36 0 0| 36 0
acteri | utes a iales aceae occus fied 5

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 0 0 0 0| 56| 13 1|74 |12 | 18| 14 | 64 | 57 | 37 | 68 5127 | 15 0
acteri | oidetes ia idales llaceae] a] fied 3 9 86 | 26 7 3 6 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0] 29 0 6 | 17 0 0 0 1 8 0| 37 0 0|16 | 25
acteri | oidetes ia idales fied 1

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Butyricic | s_ pullic 0 0 0 0| 20 0 0 0 0 0 0 0 0 0 0 0 0 4 9
acteri | utes a iales aceae occus aecorum

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 863|351 3 1 0 4112 0| 43 0|43 |19 15
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g_ [Eubacter | s_ cylin 0 0 0 0| 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes trichi lotrichales haceae ium] droides

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 7 0 1 0 0 0 0 0 3 0 4 0 2 0] 11
acteri | cutes s fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 0 0 6 0| 4 7 0 0 2 0 0 0 0 0 0 0| 27
acteri | oidetes ia idales fied

a

k_B | p__Proteo | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 2|12 0 1 0 0 0| 28 2 8 0 1 0 2 0
acteri | bacteria d fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 1 2 1 0 1 2 0 3 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_A | p__Euryar | c_Methano | o__Methan | f_Methanobact | g_ Methanos | Unclassi 0 0 0 0 2 0 2 2 0 2 0 0 0 2 0 0 0 0 0
rchae | chaeota bacteria obacteriales | eriaceae phaera fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 1 0 0 0 0 0 5 0 0 0 0 0|12 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 2 0 0] 10 0 2| 12 0 0 0 0 0 0 0 0
acteri | oidetes ia idales fied 0

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Bacteroidace | g_ Bacteroid | Unclassi 0 0 0 0 2 0 3 2 1 1 0 2 0] 19 2 0 4 3 1
acteri | oidetes ia idales ae es fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 3 1 0 0 0 0 0 1 2 0 0 0 0 6 3
acteri | utes a iales aceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 2 2 0 0 2 0 2 0 0 5 1 1 3 4 0
acteri | ed d fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Faecaliba | Unclassi 0 0 0 0 3 0 2 0 0 4 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae cterium fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 1 0 0 0 1 0 0 0 0 1 1 0 0 1 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 2 1 0 0 2 3 1 2 1 6 2 3 3 2 1
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 1 2 0 0 0 0 1 0 0 0 0 1 0 0 3
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 2 1 0 1 5 0 0 0 0] 11 3 8 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 1 5 9 0 0 0 0 0 0 0 2 0 0 0 0
acteri | utes a iales ceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 6 0
acteri | ed d fied

a

k_B | p__Lentis | c_ [Lentisph | o_ Victival | f_ Victivallace | g_ Victivalli | s_ vade 0 0 0 0 1 0 0 0 0 0 0 5 0 0 0 1 1 3 0
acteri | phaerae aeria] lales ae S nsis

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0
acteri | ed d fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 2 2 0 0 1 0 0| 13 0 0 0 2 2 2 5
acteri | ed d fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 1
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 2 3 2 2 2 1 3 4 0 1 1 1 0 0 0
acteri | utes a iales aceae occus fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 3 0 2 0 0 0 0 0 0 0 0 0 0 1 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 1 1 0 1 2 1 0 7 0 1 0 1 0 5 4
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Bacilli o0__lLactoba | f_Aerococcace | g_ Facklami | Unclassi 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 1 0 0 1
acteri | utes cillales ae a fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | g__ Prevotell Unclassi 0 0 0 0 1 1 0 1 0 2 0 0 1 1 1 1 0 1 1
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__ Christensene | Unclassified Unclassi 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 0 1 1 0
acteri | utes a iales Ilaceae fied

a

k_B | p__Firmic | c_ Bacilli o__Lactoba | f__Aerococcace | Unclassified Unclassi 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1
acteri | utes cillales ae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 2 0 0 0 0 0 0| 42 0 0 1 0 0 1 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0
acteri | oidetes ia idales Ilaceae] a] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Veillonellac | Unclassified Unclassi 0 0 0 0 1 0 0 0 0 0 0 0 0 4 0 0 0 0 0
acteri | utes a iales eae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | g__ Adlercreu | Unclassi 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0
acteri | bacteria teriia cteriales aceae tzia fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0| 72 0 0 4 0 0|12 | 24 0 0 0 0 0 0
acteri | oidetes ia idales fied 3

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 0 0 0 0] 11 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae cus fied

a

k_B | p__Spiroc | c_ Spirocha | o_ Spiroch | f_Spirochaetac | g_ Trepone Unclassi 0 0 0 0 0] 17 0 0] 18 0| 15| 11 | 57 0 0] 18 0 1 0
acteri | haetes etes aetales eae ma fied 0 3 2 4 5

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | s__eutac 0 0 0 0 0] 13 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae cus tus 8

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ Prevotellace | Unclassified Unclassi 0 0 0 0 0| 58 0 0 0 0 0 0 3 0 0] 33 01|93 ]85
acteri | oidetes ia idales ae fied 8 3 8
a

k_B | p__Bacter | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0] 21 0 0| 26 0 0 6 | 81 0 0 0 0 0 0
acteri | oidetes d fied 7

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0] 14 0 0 0 0 0 0 0 0 1 8 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Elusi ¢__Elusimicr | o__Elusimi | f__Elusimicrobi | g__ Elusimicr | Unclassi 0 0 0 0 0| 47 | 55| 24 0| 25 0 0 0 0 0|10 | 10| 52 | 61
acteri | microbia obia crobiales aceae obium fied 9 9 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 1110 8 1 0| 24 4 0 0 1 0 0 2 0
acteri | utes a iales ceae fied 2

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 7 0 0 2 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 0 0 0] 21 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales ae a fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 5 0 0 0 0| 30 0 0 0 8 1 0 9 0
acteri | utes a iales ceae fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 4 0 0 0| 13 1 0 7 0 6 1 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 0 0 4 0 0 0 0 0| 17 0 0 0 0 0 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 3 0 0 2 0 0 0 0 0 0 0 0 0 0
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 1 0 2 3 3 0 1 9 0 1 4 2 2 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 1 0 0 8 0 0 4 1 1 1 2 4 0 0
acteri | utes a iales aceae fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0| 22 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 7|40 0] 21 3 0 0 0 3|11 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria teobacteria fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 3 1 0 4 0 0 5 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 3 0 0 9 0 0 2 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 2 0 0 4 0 0] 20 2 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_RF16 Unclassified Unclassi 0 0 0 0 0 1 2 0 2 0 0 0 2 0 2 0 0 1 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__[Mogibacteri | Unclassified Unclassi 0 0 0 0 0 4 0 0 2 0 0 0 0 0 0 3 0 0 0
acteri | utes a iales aceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 2|10 1 0 0 0 0 0 0 0 0 3 0| 14
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 0 0 0 2 2 1 0 0 0 0 0 0 2 0 0 2 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 1 0 0 4 0 0 0 0 0 0 2 0 0 6
acteri | utes a iales ceae fied

a

k_B | p__Bacter | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 2 0 0 2 0 0 0 7 0 0 0 0 0 0
acteri | oidetes d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 1 3 0 0 0 0 0| 4 1 1 0 1 0 0
acteri | oidetes ia idales fied

a

k__B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 2 0 1 1 0 0 0 0 8 3 2 0 1 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 1
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 2 0 0 0 0 0 4 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Peptococcac | Unclassified Unclassi 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0
acteri | utes a iales eae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 1
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 0 0 0 1 0 0 1 0 0 0 0 4 1 3 0 1 0
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 0 0 0 0| 25| 39 0 0 0 0 0| 28 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | s_ flave 0 0 0 0 0 0| 79 0 2 7 0 0 0| 17 0 0 0 5 1
acteri | utes a iales aceae occus faciens

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0| 42 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p_Cyano | c__4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 2 0 0 3 2 0 0 0 0 0 0 0 0
acteri | cutes S fied

a

k_ B | p_Cyano | c_ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f__Lactobacilla | g_ Lactobaci | Unclassi 0 0 0 0 0 0 7 0 0 2 4 0 0 0 0 0 0 0 0
acteri | utes cillales ceae llus fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 1 41 0 0 0 4 0 0 0 0 2 0 0
acteri | utes a iales aceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 1 0
acteri | ed d fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 3 41 0 0 0 0 0 0 0 2 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 7 0 2 0 3 0 0 0 0 0 0| 16 0
acteri | utes a iales fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Bacilli 0__Lactoba | Unclassified Unclassified Unclassi 0 0 0 0 0 0 1 0 0 0 0 0 0 3 0 0 0 0 0
acteri | utes cillales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Dehalobacte | g_ Dehaloba | Unclassi 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 2 3 0
acteri | utes a iales riaceae cterium fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 0 0 0 0 1 3 0 1 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 0 0 0 1 0 0 1 0 0 0 0 2 0 0 1 0
acteri | utes a iales aceae ira fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1
acteri | oidetes ia idales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 0 0 1 1 0 1 1 0 0 0 0 1 0 1 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 2 0 0| 16 0 1112 3 0 0 0] 15 4
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | Unclassified Unclassi 0 0 0 0 0 0 1 5 0 0 0 0 0 0 0 0 0 0 0
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Coprobac | Unclassi 0 0 0 0 0 0 1 41 0 0 0 0 0 0 0 0 0 0 0
acteri | utes trichi lotrichales haceae illus fied

a

k B | p_TmM7 c__TM7-3 o_CWo040 | f_F16 Unclassified Unclassi 0 0 0 0 0 0 1 0 1 0 0 0 1 2 1 0 0 0 1
acteri fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 2 0 9 0 0 0 1 0 0 0 0 0 0
acteri | utes a iales aceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 0 0 0] 13 0 0 0 0 0 6 0 0 0 0 0
acteri | oidetes ia idales fied 8

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ S24-7 Unclassified Unclassi 0 0 0 0 0 0 0| 66 0 0 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0| 46 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0| 55 0 0| 14 0 0| 17 0 0 0 0 5
acteri | utes a iales ceae fied 7

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0] 11 0 0 0 0 0 0 0 0 1 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0| 10 0 0 0 0 0 0 0 021 2 0
acteri | utes a iales aceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0|29 | 18 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 1 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 41 0 0 0 0 0 1 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 1
acteri | oidetes ia idales llaceae] a] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p_Cyano | c_ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0
acteri | bacteria fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 (36 |5 6 8 9
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | s__copri 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0
acteri | oidetes ia idales ae a

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 0 0 0 0 0 0 0] 12 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ceae cus fied 0

a

k B | p_T™M7 c__TM7-3 o__CWo040 | f_F16 Unclassified Unclassi 0 0 0 0 0 0 0 0 2 0 3 0 1 0 6 0 2 0 0
acteri fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 0 0 0 0 0 4 0 0 0 0 5 0 0 0 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Clostridiace | g_ Candidat | Unclassi 0 0 0 0 0 0 0 0| 10 0 0 0 0 0 0 0 0 0 0
acteri | utes a iales ae us fied

a Arthromitus

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 1 0 1 5 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 7 4 0 0 0 0| 12 0 8 0 0
acteri | bacteria teobacteria fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 0 0 0 0 0 0 1 0 0 0 0 1 3 0 0| 33 1
acteri | oidetes ia idales ae a fied 2

a

k_B | p__Proteo | c__ Alphapro | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 0 0 0 8 1 8 2 0
acteri | bacteria teobacteria d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Dehalobacte | g_ Dehaloba | Unclassi 0 0 0 0 0 0 0 0 7 0 3 0 0 0 0 0 2 2 0
acteri | utes a iales riaceae cterium fied

a

k_B | p__Firmic | c__Erysipelo | o_ Erysipe | f_ Erysipelotric | g_ Allobacul | Unclassi 0 0 0 0 0 0 0 0 7 0 0 0 3 0 0 0| 14 2 3
acteri | utes trichi lotrichales haceae um fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g__ Prevotell Unclassi 0 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0
acteri | oidetes ia idales ae a fied

a

67
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c__ Clostridi Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 1 2 0 0 0 0 0 0
acteri | utes a d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 0 0 0 5 3 0] 18 | 12
acteri | utes a iales aceae fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 2 3 0 0 0 3 0 0 0 0
acteri | cutes s fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 1 1 0 1 0 1 1 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0
acteri | oidetes ia idales ae a fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 2 0 0 0 2 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 0 0 2 6 1 0 2 1
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 1
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0| 69 6 0 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f__Rikenellacea | Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 3 0 0 0 0 2 1 0
acteri | oidetes ia idales e fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | g__ Adlercreu | Unclassi 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 0 0
acteri | bacteria teriia cteriales aceae tzia fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 1
acteri | cutes S fied

a

68
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g__ Allobacul | Unclassi 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0
acteri | utes trichi lotrichales haceae um fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_[Mogibacteri | g_ Mogibact | Unclassi 0 0 0 0 0 0 0 0 0 1 0 0 0 0 3 0 0 0 0
acteri | utes a iales aceae] erium fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0| 21 0 0 0 0 0 0] 17 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f _Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p_Cyano | c__4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 919 0 0 0 0 0 0 0
acteri | bacteria fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 1 0 0| 56 0 0 0 0 0
acteri | utes a iales fied 7

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 2 0 0 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 1 0
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 0 0 0 0 0 0 0] 11 1 1 0 0 0 0 1
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Oscillosp | Unclassi 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 5 1 1 0
acteri | utes a iales aceae ira fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0| 16 0 0 0 0 0| 4 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 7 2 1 0 0 0 0 0
acteri | utes d fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 2
acteri | cutes s fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 2 2 0 0 0 1 0 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 1 0 0 1
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f__Erysipelotric | g_ RFN20 Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0
acteri | utes trichi lotrichales haceae fied

a

k_B | p__Proteo | c_ Betaprote | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0
acteri | bacteria obacteria d fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_ Coriobacteri | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0
acteri | bacteria teriia cteriales aceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ [Ruminoc | Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0
acteri | utes a iales ceae occus] fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 4 1 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_[Paraprevote | g_ [Prevotell | Unclassi 0 0 0 0 0 0 0 0 0 0 0 4 0 1 0 0 1 0 1
acteri | oidetes ia idales Ilaceae] a] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 3 0 1 3
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 0 0 0 0 0 0 0 2 2 0 2 0 2 2 1
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 4 1 1 0 0 0 2 3
acteri | utes a iales aceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 3 0 0
acteri | utes a iales aceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 1 0 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Proteo | c__ Alphapro | o_ Ricketts | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 6 | 12 3 0 0 0 0
acteri | bacteria teobacteria iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0
acteri | utes a iales fied

a

k_B | p__Actino | c_ Actinoba | o__Actino f__Actinomycet | g__Actinomy | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 2
acteri | bacteria cteria mycetales aceae ces fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0| 4 0 7 0
acteri | utes a iales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 5 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0
acteri | utes a iales aceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Fusob | c_ Fusobact | o_ Fusoba | f_Fusobacteria | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 1 3 0 3 0 0 0
acteri | acteria eriia cteriales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0| 44 4 0 0 0 0
acteri | utes a iales ceae cus fied 8

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0] 10 0 0 0 0 0
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0| 37 0 0 0 0 8
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0| 19 0 0 0 0 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 3
acteri | utes a iales aceae occus fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 1 0 0 0
acteri | ed d fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_[Tissierellac | g__Anaeroco | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0
acteri | utes a iales eae] ccus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Eubacteriace | g_ Anaerofu | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0
acteri | utes a iales ae stis fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 1
acteri | utes cillales ceae llus fied

a

k_B | p__Firmic | c_ Bacilli o_ Lactoba | f_ Lactobacilla | g_ Lactobaci | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0
acteri | utes cillales ceae llus fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0
acteri | cutes s fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 51 0 0 0 0
acteri | utes a iales aceae fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Porphyromo | g_ Parabacte | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0
acteri | oidetes ia idales nadaceae roides fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0
acteri | utes a iales ceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Peptostrepto | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 2 0
acteri | utes a iales coccaceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0
acteri | utes a iales fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0
acteri | ed d fied

a

k_B | p__Teneri | c_ Mollicute | o__RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 3 2 0
acteri | cutes S fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 4 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_Ruminococc | g_ Ruminoc | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 86 0 0 0
acteri | utes a iales aceae occus fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0
acteri | utes a iales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 3 4
acteri | ed d fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 |8 |9
k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_ [Paraprevote | g_ CF231 Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0
acteri | oidetes ia idales Ilaceae] fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Peptostrepto | g_ Peptostre | s__anaer 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0
acteri | utes a iales coccaceae ptococcus obius

a

k_B | p__Firmic | c_ Erysipelo | o_ Erysipe | f_ Erysipelotric | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 2 0
acteri | utes trichi lotrichales haceae fied

a

k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0|24| 18 2
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 01 19 3 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f_ Clostridiace | g__Clostridi Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0
acteri | utes a iales ae um fied

a

k_B | p__Actino | c_ Coriobac | o_ Corioba | f_Coriobacteri | g_ Adlercreu | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0
acteri | bacteria teriia cteriales aceae tzia fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0
acteri | oidetes ia idales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0
acteri | utes a iales ceae fied

a

k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 6 0
acteri | utes a iales fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_S24-7 Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 14 0
acteri | oidetes ia idales fied 84

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g_ Prevotell | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 16 2
acteri | oidetes ia idales ae a fied 9

a

k_B | p_Cyano | c_ 4C0d-2 o_YS2 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 36 0
acteri | bacteria fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0] 23 0
acteri | utes a iales ceae fied

a
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Level | Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 |16 | 19 | 20 | 21 | 25 [ 26 | 27 | 8 30 {313 |36 |5 |6 8 19
k_B | p__Teneri | c_ Mollicute | o_ RF39 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0
acteri | cutes s fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Prevotellace | g__ Prevotell Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0]21 | 28
acteri | oidetes ia idales ae a fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | f_Rikenellacea | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0] 22 0
acteri | oidetes ia idales e fied

a

k_B | p__Firmic | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 19 0
acteri | utes d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Ruminococc | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 22 0
acteri | utes a iales aceae fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 13 0
acteri | utes a iales fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0
acteri | ed d fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 7
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 17 0
acteri | utes a iales fied

a

k_B | p__Firmic | c_ Clostridi | o__Clostrid | f__Lachnospira | Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 3
acteri | utes a iales ceae fied

a

k__ B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0
acteri | ed d fied

a

k_B | p__Bacter | c_ Bacteroid | o_ Bactero | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0
acteri | oidetes ia idales fied

a

k_B | p__Proteo | c_ Alphapro | o_ RF32 Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0| 38
acteri | bacteria teobacteria fied

a

k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9
acteri | utes a iales fied

a
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Level

Level 2 Level 3 Level 4 Level 5 Level_6 Level 7 | ssl |sn |sn |ss |sn |ss [ss |sn|sn|ss2|ss2|ss |sn|sn|sn|sn|ss |sS |sn
1 0 15 116 [ 19 |20 | 21 [ 25 |26 |27 |8 30 |31 |3 |36 |5 |6 8 |19
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | f__Lachnospira | g_ Coprococ | Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8
acteri | utes a iales ceae cus fied
a
k_B | p__Firmic | c_ Clostridi | o__ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5
acteri | utes a iales fied
a
k__B | Unclassifi | Unclassified | Unclassifie | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5
acteri | ed d fied
a
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4
acteri | utes a iales fied
a
k_B | p__Firmic | c_ Clostridi | o_ Clostrid | Unclassified Unclassified Unclassi 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3
acteri | utes a iales fied
a
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