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Supplementary Material to “Bringing to light the molecular evolution of GUX genes in

plants”
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NDDDVDVVVAALPCNR NRDVFRLQVHLVAAHMA KGRR VR GGGKVRV 2%
GDVDVVVASLPCNR NROVFRLQVHLVTAHMA KGLR HDAGGGGGGGRVRYV 245
ADVDVVVASVPCNR NRDVFRLQVHLVAAHVA KGRR o s
GDVDVVVASLPCNR NRDVFRLQVHLAAAQVA KGRR D 266
Sorghum_bicolor2 GDVDVVVASLPCNR NRODVFRLQVHLVAAQVA KGRR N 34
Zea_mays2 GDVDVVVASLPCNR NRDVFRLQVHLVAAQVA KGRR D ¢
Arabidopsis_thaliana GUX4 ANVDVIVARVPCDG LRDVFRLQVNLAAANLA SGLR T 190
Brassica_rapad ADVDVIVAKVPCDG LRDVFRLQVNLAAANLA SGLT K u4
Arabidopsis thalana GUXS ADVDVVVVKVPCDG LROVFRLQVNLAAANLYV SGRR N 19
Brassica_oleraceseSA ADVDVVVVKVPCDG LRDVFRLQVNLAAAKLA SGRR N 159
Brassica_rapaSA ADVDVVVVKVPCDG LRDVFRLQVNLAAAKLA SGRR N 198
Brassica oleraceses8 ADVDVVVVKMPCDG LROVFRLQVNLAAAKLA SGRR N 195
Brassica oleraceseSC ADVDVVVVKTPCDG LROVFRLQVNLAAAKLY SGRR N 161
Brassica rapaS8 ADVDVVVVKTPCDG LRODVFRLQVNLAAAKLY SGRR N 200
Eucalyptus_grandisé RDLDVIVAKVPCEDG LROVFRLQVNLVVANLA TGRI=NLD 128
Vitis_viniferad EDLDVVVARVPCGHGV VRDVFRVQVNLVVANLA SGLT=RGD 182
Theobroma_cacaotA DLDVVVAKVPCDG LKDVFRLQVNLVVANLL SGWVMEPD 190
Theobroma_cacao48 RODLDVVVARVPCDG LRDVFRLQVNLVVANLL SGWVMEPD 91
Pooulus trichocarpadA ROLDVIVARVPCGS IRDVFRLQVNLVVANLYV 199
Populus trichocarpa48 RDLDVILARVPCGS IRDVFRLQVNLVVANLYV 199
Solanum_tuberosum48 EELDVVVAKVPCKH SROVLRLQVNLVVANLL 146
Solanum_tuberosum<4A VDLDVVLARVPCEN ATNVFRLQVNLVVANLL 192
Giycine_maxdA GDLNVVVAKVPC IRDVFRLQVNLVVANLA 193
Giycine_max<8 RDLNVVVATVPC KRDVFKLQVNLVVANLA
Brachypodium_dystachyon48 ITROVGRLHLQLSAAKLA Led
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Figure S3 - GUX motif highlighted in the sequence alignment used to generate the phylogenetic tree.
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