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Table S1. Number of identified proteins in each gluten protein type (GPT) blank sample.

GPTs wheat Number of GPTs rye Number of | GPTs barley Number of
protein protein protein
entries in entries in entries in
database database database

HMW-GS 2233 HMW-secalins 586 D-hordeins 1673

w1,2-gliadins 2470 w-secalins 777 C-hordeins 1103

w5-gliadins 1167

LMW-GS 2225 y-75k-secalins 807 B-hordeins 903

y-gliadins 2270 y-40k-secalins 1725 y-hordeins 745

a-gliadins 2500
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Figure S1. CLUSTAL format multiple sequence alignment of all non-deamidated gluten peptides
involved in isopeptide formation with human transglutaminase 2 (MAFFT online version
7.452, Jan. 16, 2020).
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Figure S2. CLUSTAL format multiple sequence alignment of all gluten peptides that are involved in
isopeptide formation with human transglutaminase 2 considering the detected
deamidation sites (MAFFT online version 7.452, Jan. 16, 2020).
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