
22

20

18

16

A Top 1/3Mid 1/3Bottom 1/3

Tissue of Origin

Figure S1

4
3

7
6

0
2019 2117

5

2

r = 0.15; p = 0.013

2218

1

B
22

21

19

20

18

17

∗∗
(90) (114) (78)

D
22

21

19

20

18

17

n.s.

(150) (72) (70)

E
(74) (31) (28)

∗∗
(78)

∗
21

19

20

18

17
5,6

Ishak Fibrosis Score

C



3680.0291.45 0.0181.44368LIHC (hepatocellular carcinoma)

0.1090.73 450
404

162
0.65 0.017

0.0800.77 0.0020.62

0.0340.44 0.3450.74
450
403

162

103

497

1770.0181.63 0.0021.82177PAAD (pancreatic adenocarcinoma)

258

Size

522

78

479

0.1231.75 0.0052.59

0.0630.72 0.0190.71
0.0031.81 0.0721.35

Haz p Haz p
OS PFS

<0.0012.19 <0.0012.27

0.0342.30 0.1831.52

0.0376.29 0.0641.48

103

497
258

Size

524

78

479

Univariate (log-rank)

COAD (colorectal adenocarcinoma)
BLCA (bladder urothelial carcinoma)

READ (rectum adenocarcinoma)

SKCM (skin cutaneous melanoma)

LGG (low grade glioma)
SARC (sarcoma)

A

KIRC (kidney renal clear cell carcinoma)

ACC (adrenocortical carcinoma)

PRAD (prostate adenocarcinoma)

0.0391.51 0.0041.61
0.0481.56 0.1131.41

0.1090.70 0.67 0.051
0.0650.74 0.0090.65

0.1490.51 0.1930.61

0.0602.15 0.0013.43

0.4280.86 0.0610.75
n.a. n.a.

Haz p Haz p
OS PFS

<0.0011.97 0.0011.72

0.1101.87 0.0591.82

n.a. n.a.

Multivariate (Cox)B

Figure S2



25

0
2019 2117

16

5

r = 0.04; p = 0.443

2218

10
15

20
14

18

8
2019 2117

12
10

r = 0.03; p = 0.623

2218

13

16

15

14

17

16

13
2019 2117

r = 0.18; p<10-3

2218

15
14

18
17

12
2019 2117

16

13

r = -0.015; p = 0.769

2218

15
10

30
25

0
2019 2117

20

5

r = 0.28; p<10-4

2218

20

14
2019 2117

18

16

r = -0.06; p = 0.249

2218

22

16

18

12
2019 2117

14
13

r = 0.12; p = 0.0185

2218

15

17 19

20

15
2019 2117

17

16

r = 0.27; p<10-4

2218

18
17

19

13
2019 2117

15
14

r = 0.01; p = 0.875

18

16

18

22

17

19

15
2019 2117

r = 0.02; p = 0.715

2218

16

18

14

18

11
2019 2117

16

12

r = 0.18; p<10-3

2218

13

15

17

14

18

11
2019 2117

16

12

r = 0.14; p = 0.0058

2218

13

15

17

14

16

10
2019 2117

12

11

r = 0.11; p = 0.0401

2218

13

15

16

18

14
2019 2117

r = 0.19; p<10-3

2218

15

17

B

12

10

18

16

8
2019 2117

14

r = 0.27; p<10-4

2218

14

18

10
2019 2117

16

12

r = 0.23; p<10-4

2218

Figure S3

NES p FDR set size
KEGG_ribosome 1.41 0.157 0.355 87
KEGG_p53 1.18 0.241 0.611 67
KEGG_Notch 0.89 0.579 0.85 47
KEGG_mTOR -0.92 0.586 1 52
KEGG_wnt 0.82 0.699 0.884 150
KEGG_Shh 0.72 0.870 0.931 56
KEGG_TGFβ -0.65 0.888 1 85

A

9

8

12

11

6
1110 128

10

7

139

r = 0.27; p < 0.0001C1
22

21

19

20

18

17

(113) (245)

∗∗C2



B

1.2

1.0

0.8

0.6

0.4

0.2

0

olaparib
p = 0.36

0 0.1 0.2 0.3 0.4 0.80.5 0.6 0.7
(mM)

1.2

1.0

0.8

0.6

0.4

0.2

0

OXP
p < 0.001

0 10 20 30 40 50
(uM)

1.2

1.0

0.8

0.6

0.4

0.2

0
0 2 4 6 8 10

(uM)

DRB
p = 0.95

siScr
siNS

5-FU
p < 0.001

1.2

1.0

0.8

0.6

0.4

0.2

0
0 4 8 12 16 20

(ug/ml)

Figure S4

γ H2AX HuH7 HuH7HuH7

γ H2AX Hep3B Hep3BHep3B

A



HA

DAPI

merged

HuH7 #2A HuH7 #26

HA

DAPI

merged

B HuH7 #28

HA

DAPI

merged

C

Figure S5



Olaparib OlaparibOlaparibOlaparib

DRB DRBDRBDRB
γ H2AX

Oxaliplatin OxaliplatinOxaliplatinOxaliplatin

5-FU 5-FU5-FU5-FU

Ctrl

HuH7 #2B

Ctrl

HuH7 #28D

Ctrl

HuH7 #26C

Ctrl γ H2AX/DAPI

HuH7 WTA

Figure S6



PD-L1
18
16

0
2

10
12
14

∗∗∗

A7

4
6
8

1.2
1.0

0
0.2
0.4
0.6
0.8

CXCL10
∗∗∗

1.4
1.6

A4

4.5

3.0

0
0.5
1.0
1.5
2.0
2.5

CCL5

∗∗∗

∗∗
A3

4.0
3.5

NS

1.2
1.0

0
0.2
0.4
0.6
0.8

∗∗∗ ∗∗1.4
A1

STING
12

0
2

10
∗∗∗

A5

4
6
8

∗∗

1.2
1.0

0
0.2
0.4
0.6
0.8

CXCL2
∗

1.4
1.6

A2

Figure S7

HuH7Hep3B

NS

0.8
0.6
0.4
0.2
0

1.0
1.2

SNU449

B1

SNU449HuH7

STING

3
2
1
0

4
5

B2
7
6




