Variation Index (%)

Variation Index (%)

Inferred Variation: Windowed Average (Full Virus)
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Position in MN908947.3 (SARS-CoV-2)
RBD

Spike
[l Non-Synonymous: RaTG13 [Bat]
Synonymous: RaTG13 [Bat]
M Non-Coding: RaTG13 [Bat]
.Non-Synonymous: SRR10168376/7/8 Read-Aggregate [Pangolin]
. Synonymous: SRR10168376/7/8 Read-Aggregate [Pangolin]
Non-Coding: SRR10168376/7/8 Read-Aggregate [Pangolin]



