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Supplementary Figure 6. A.Quantification analysis of Figure7A. B. Quantification analysis of Figure7B. C. Quantification analysis of Figure7C. D.
Quantification analysis of Figure7F. E. Quantification analysis of Figure7G. Representation of overexpression of TIF1B wild type but not KS54A/K575A
mutant on PVT1knockdown-inhibited cell proliferation (F) and colony formation (G). Error bars +SD. **P<0.01. ***P <0.001. Data are representative from
three independent experiments.



