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Supplementary Figure S2
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Supplementary Figure S3
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Supplementary Figure S4
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Supplementary Figure S5
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Supplementary Figure S6
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Supplementary Figure S7

(A)

IB : anti-GFP

IB : anti-STAT3

(B)

IB : anti-GFP

IB : anti-Myc

IP

Input IgG anti-STAT3

IP
Input IgG anti-Myc

-180-
-140-

r100

-75

-60

-45




Supplementary Figure S8
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Supplementary Figure S9
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Supplementary Figure S10
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Supplementary Figure S11
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Supplementary Figure S12

3_ *
Y—
(@] B n
< E
g3 2 —
c eEL
o 5c °
N m m
i85 ==
5O ¢
) = .

0

GFP (n=5) GFP-CPAP (n=5)



Supplementary Figure S13
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Supplementary Figure S14
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Supplementary Figure S15
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Gene Symbol Description Fold change p-value
CD44 CD44 molecule (Indian blood group) 673373 0.035
PLAUR Plasminogen activator, urokinase receptor 4.9772 0011
IL18 Interleukin 18 (interferon-gamma-inducing
factor) 2.7195 0.296
MCAM Melanoma cell adhesion molecule 2 6882 0477

CDH1 Cadherin 1, type 1, E-cadherin (epithelial) 2 5082 0.041

HPSE Heparanase 2.2974 0.658



