
Additional file 3: Table S3. (A) Plasmodium falciparum and (B) P. vivax data: Two‐sided
bootstrap test for differences in heterozygosity per marker. The test statistic (difference
in heterozygosity), and p‐value of bootstrap test based on B=10,000 bootstrap repeats
using bias correction and acceleration are shown. The lower and upper bounds of the 95%
bias‐corrected and accelerated (BCa) bootstrap condensed interval of the test statistic
based on B= 10,000 bootstrap repeats, as well as the p‐value for a permutation test to
compare the underlying frequency distributions using the differences in heterozygosity as
test statistic, are also shown. The permutation test was approximated using 10,000
permutations. Note, that the permutation test will have relatively low power because of
the employed test statistic. Namely, different frequency distributions can have similar
heterozygosity values. Only some markers show a difference in MOI.
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