












Table S1. Primers used in this study. 

name sequence note 

GAME17-FW1 AGCTTGAATTCGAGCTCGGTACC  

CAAGACGCAACATGAATTTAACTCC 

Y1H(N1) 

GAME17-RV1 ACATACAGAGCACATGCCTCGAG  

CGACACATGAAATTTTGAAATTCAA 

Y1H(N1) 

GAME17-FW2 AGCTTGAATTCGAGCTCGGTACC  

GTGAAAAGGTAGTAAATTCTTCTTC 

Y1H(N2) 

GAME17-RV2 ACATACAGAGCACATGCCTCGAG  

CGACACATGAAATTTTGAAATTCAA 

Y1H(N2) 

GAME9-Fw CATTAACAACTTCGTCCTCGTCATC qRT-PCR 

GAME9-Rv ATCCCACAAAGTAATTTGGATTTTG qRT-PCR 

GAME18-Fw TAGCTTATGGCCACATCACACCTTT qRT-PCR 

GAME18-Rv TTGCCTTGATGAAGCTAAGATTGAT qRT-PCR 

GAME1-Fw AAAACCTCCATGTTCTGTTCCTTCC qRT-PCR 

GAME1-Rv GAGGGGTAGTGAGGATTGTGGCTTT qRT-PCR 

GAME17-Fw TCTAGTCGCGGAAGTGCTAAAAATA qRT-PCR 

GAME17-Rv TATCACCTTCTTCCGATGCCATTAA qRT-PCR 

GAME2-Fw ATGGCGATGGAAGAGAATGAACAAA qRT-PCR 

GAME2-Rv GCCATGGAAGGCCAAGAGTCTAGCA qRT-PCR 

GAME4-Fw TAGCCTTGTTCTTCATAGCTTTAAT qRT-PCR 

GAME4-Rv TGTTTGAACAAAATTTGATTGCATA qRT-PCR 

GAME12-Fw ATTTCATTTCTTGCTTTATCTTTCT qRT-PCR 

GAME12-Rv AACATATCATGTCCCATAAATCCAT qRT-PCR 

GAME6-Fw TAGCTTTGGCCATATTTTTTCCTTT qRT-PCR 

GAME6-Rv CATAGATTCCTTGATGACGCAGTTC qRT-PCR 

GAME11-Fw GATCTAATGGATGAAGCAATGAAAG qRT-PCR 

GAME11-Rv CCCCTATTGGTATTATTAGCTGCAT qRT-PCR 

GAME7-Fw TCCTCGTTTTTTACACACAAATTCA qRT-PCR 

GAME7-Rv CAATTGCTATGGCAGAACAACACAC qRT-PCR 

GAME9-OE-Fw CCTCGAGCACATATTATTCATCCAAAACAAGA Cloning GAME9 

for OE  

GAME9-OE-Rv GGGTACCACACAATGACCTTGATGAGTCTATT Cloning GAME9 

for OE 

GAME9-RNAi-Fw GGGGACAAGTTTGTACAAAAAAGCAGGCT 

TTTCCCCAATGAGTTTAGATGTTAC 

Cloning GAME9 

for RNAi 

GAME9-RNAi-Rv GGGGACCACTTTGTACAAGAAAGCTGGGT 

TTACTCTAGGTGGCATAGGTACGTC 

Cloning GAME9 

for RNAi 

GAME9-62SK-Fw GCCGCTCTAGAACTAGTGGATCC 

ACATTCATCACATATTATTCATCCA 

Used for transient 

expression assays 

GAME9-62SK-Rv TTGGTACCGGGCCCCCCCTCGAG 

GTGAAAGAAGTGCATTTACACAATG 

Used for transient 

expression assays 

 



Pro1GAME17-Fw CACTATAGGGCGAATTGGGTACC 

CAAGACGCAACATGAATTTAACTCC 

Used for transient 

expression assays 

Pro2GAME17-Fw CACTATAGGGCGAATTGGGTACC 

CGCACGTGAAAAGGTAGTAAATTCT 

Used for transient 

expression assays 

ProGAME17-Rv TATGTTTTTGGCGTCTTCCATGG 

GTGTGAAGATGTTGTGGAGTATAAC 

Used for transient 

expression assays 

GAME9 -Fw GTACCAGATTACGCTCATATG 

ACATTCATCACATATTATTCATCCA 

Y1H 

GAME9 -Rv ATGCCCACCCGGGTGGAATTC 

GTGAAAGAAGTGCATTTACACAATG 

Y1H 

GAME17-FW CACTCAACACATCCATTCGCCCCCCAC 

ACCCCACTCCCAGCA 

EMSA 

GAME17-RV TGCTGGGAGTGGGGTGTGGGGGGCGA 

ATGGATGTGTTGAGTG 

EMSA 

GAME17-FW 

(mutated element) 

CACTCAACACATCCATTCAAAAAACAC 

ACCCCACTCCCAGCA 

EMSA 

(negative control) 

GAME17-RV 

(mutated element) 

TGCTGGGAGTGGGGTGTGTTTTTTGAA 

TGGATGTGTTGAGTG 

EMSA 

(negative control) 

ProGAME7-FW CACTATAGGGCGAATTGGGTACC 

GAGGCAAAGATGACTCTCTGTATGA 

Used for transient 

expression assays 

ProGAME7-RV TATGTTTTTGGCGTCTTCCATGG 

TTTGTTTGAGTTGAATTTGTGTGTA 

Used for transient 

expression assays 

ProGAME4-FW CACTATAGGGCGAATTGGGTACC 

GAATCTGATACTACTAATATTAAAT 

Used for transient 

expression assays 

ProGAME4-RV TATGTTTTTGGCGTCTTCCATGG 

TGTTCTCTCTCTCTATTTTTTTTTC 

Used for transient 

expression assays 

ProGAME18-FW CACTATAGGGCGAATTGGGTACC 

TGATTTCTAGGTATTAGCAATGCAA 

Used for transient 

expression assays 

ProGAME18-RV TATGTTTTTGGCGTCTTCCATGG 

CACTTGTGTCTCTGTATTTTTTTCT 

Used for transient 

expression assays 

ProGAME1-FW CACTATAGGGCGAATTGGGTACC 

GGCTAGATCCCTGAGATGTTAATTA 

Used for transient 

expression assays 

ProGAME1-RV TATGTTTTTGGCGTCTTCCATGG 

TTTTACTACCCCAATACAAAGAACA 

Used for transient 

expression assays 

ProGAME12-FW CACTATAGGGCGAATTGGGTACC 

CACCGATCTTTGGAAAAAACTCATT 

Used for transient 

expression assays 

ProGAME12-RV TATGTTTTTGGCGTCTTCCATGG 

TCCTTGAAGCTTTTTTGAAAAATTA 

Used for transient 

expression assays 

ProGAME6-FW CACTATAGGGCGAATTGGGTACC 

TTTTTGTGCGTGTTTATGAGCTTTC 

Used for transient 

expression assays 

ProGAME6-Rv TATGTTTTTGGCGTCTTCCATGG 

GTGTTTGTTTCTTCTCTCCCTTTGC 

Used for transient 

expression assays 

   



ProGAME11-FW CACTATAGGGCGAATTGGGTACC 

GGACCCAACCCGATTTATGTTCTAC 

Used for transient 

expression assays 

ProGAME11-RV TATGTTTTTGGCGTCTTCCATGG 

TGACAATCAATCTAAACCAAAACCA 

Used for transient 

expression assays 

ProGAME2-FW CACTATAGGGCGAATTGGGTACC 

TTTGAACCCTTACCCTAATTCTCTG 

Used for transient 

expression assays 

ProGAME2-RV TATGTTTTTGGCGTCTTCCATGG 

TTTCACTACATTTGAACTTGTTCCT 

Used for transient 

expression assays 

ProGAME17 -Fw TGCATCCAACGCGTTGGGAGCTC 

CAAGACGCAACATGAATTTAACTCC 

Used for GUS 

activity assays 

ProGAME17-RV GCCTTCGCCATTCTAGACTCGAG 

GTGTGAAGATGTTGTGGAGTATAAC 

Used for GUS 

activity assays 

GUS-FW AAGTGTCGGTCGTGGATGAG Used for GUS 

expression assays 

GUS-RV AGTCCGTCGTTCACCAGTTC Used for GUS 

expression assays 

Q-actin-FW-1 GTCCTCTTCCAGCCATCCAT qRT-PCR 

Q-actin-RV-1 ACCACTGAGCACAATGTTACCG qRT-PCR 

 



Table S4. The GC-rich motifs found in the promoters of GAME4, GAME7, and 

GAME17. The presence of GC-rich motifs (yellow) used in the transactivation assays 

and the coding sequence (red) are highlighted. 

 

Solyc12g006460                         Cytochrome P450 (GAME4) 

>SL2.50ch12:939904..934011 

GAATCTGATACTACTAATATTAAATTTAAAGCCAACAACCCCGCAAAATAAATCTTCA

CGTGACCAATGCATCAAGTGGAATTTATTAAAATTAAATACGACAAGATATGTAGAA

AATTATTGTTACAAAAATTAGAAAGAAACAAAGTCCATCTTTGAATTCTCTCACATAA

AATATTGGGACCCAACGTTAGAAACATTATTGTTATGGCAAAAGAAAAAATCGGTTA

TCATCGACGTATCTGATCCAGTAGATAAGATTATTTCTCTCGTTAATCGTAGGTTTTGA

ATTTGATTTTTTAGTATTAAAAAAAATTTTTGGTAAGAAATGTCTTTCCCTATCCTTCT

AATGGAATCCTATGTAGCGCGAATTCGAAATAGTCTAATTTCAATTTAATTATTAAAC

ACAAAATGAAAATAAAAACAAAAATCCTCATTTTACTAATAATCATAATAATGATGT

AGAAATTATTAGCTAATCCCAAAATATTAATCATAAATAAAATTTAACTAATAATCAA

AATAAATATTATATATAAACCAACAATCAAAACAAAAACTCATAGTATAAGACAGTA

CAACAAGTGTAAAGGTTGTGTAAAAGCTTTTAGGTTTCTAGTCAAATAACTATGATTT

TTCTTCAAAAATATCTTAAAGAATTATATATATAATCAATATATGATTTTTCATTTTTT

TTGGTTTATTATTATTTTAGTTTTTCCCTTTCTTTTAATTTTTTCCATACCTTTTGTCCGT

AATCATGGACCATATCATTATTTGTTAACTGAAATGACAAAAATAAACCAAAATTTAA

CAGCTAACATAAATAAGTTTTTCTCAAAATTCAACAACACATTTAAACCTTTTCATTT

AAAAAAAAACAATTTCTTTAATAATTTTACAAAATCGAAAATATATTTAGTTTATCAA

TAATGAAACCTTTTAACGAAAGTTGGGGGGCTAAATTATATTCACGTGATTGTATTTT

TTTTTTTAATTGCACTTCTATTAAGGAATAAAATTATAAAGATTTAACTATCTTTGAAA

GTAAAAAGGTTAGTATTGTCTTTTCACATATTTGGTCTCATCATTATTGTTGCCATATT

TTTTTAGATAAATAAATGTAGCCATTTACTACCTCCAATCAAATTCACAAATCCATCC

AAATTATTCAAAGAAAAAAAAATAGAGAGAGAGAACAATGGATTTCTACAATTTAGC

CTTGTTCTTCATAGCTTTAATACTTGGAATTTTCACATTTTATGCCATATTAATGAGAA

TAAATGGTTGGTATTATGCAATCAAATTTTGTTCAAACAAATATAACATCCCAAATGG

TTATATGGGTTTGCCATATTTTGGTAACACACTTTCTTACTTCAAAGCTTCAATGTGTG

GTGATCCAAAATCATTCATTGATTTCTTTGCTACTAGGTTTGGAGAAGGAGGAATGTA

TAGGGCATACATATTTGGGAAGCCAACAATTATGGTGACAAAGCCAGAAATAATTAG

AAAAGTTTTGATGGATGAAGAGTATCTTGAAAGAGGTTTGCCTAATTATATGAAAAA

ATTAATTGGATTAACAACTTCGATAGAAGAAGACAAATATTTTCGTAGATTAACAGC

ACCAGTAAAAAGTCATGGATTATTATCTGATTATTTCGATTATATCGATAAAACTGTG

AGTTCTACATTAGAGAAATACGCTACTACGGAAGAACCTGTTGAGTTTCTTCATAAAA

TGCACAAGCTTACGTTTGAGGTGTTTATGAGACTTTTAATTGGTGATGAAGTTAATCA

AGAATTATTTGATGAAATGTTTGAGGAGATTACTGCTGTAATTAGTGGTGTTCACAAT

TTGCCAATTAATCTCCCAGGATTTGCTTATCATAAGGGACTCAAGGCTCGAAAAGTAC

TAGGAGAGGTATTTAAAAAATTAATTGATGAAAGAAGAGAAGCCATGAAGGATGGA

AAATCAATGCCAAAGGCAAACATAATTGATATGTTGTTATCAAACAACAATCAAGAT

TATGAAGCAAACATGTTGAGTGACAAGAAGATCATTGAAATCCTAGTTTTGTTTTCAT

TTGCTGGTTTTGAACCTGTTGCTCTTATGTCTGTCAAGGCAATTTTCCACTTACAAAAA



CATCCACATTTCTTGGAAAAAGCCAAAGAGGAACAAGAGGAAATAGTAAAGAGAAG

AGCATCTTCAAATGCTGGACTTAGTTTTGATGAAATTAGACAAATGACATTTGTTAGT

AAGATAATTAATGAAACGTTACGTATAGCTACTGATCAGTCGGTATTCCTTAGAGACA

CAAGTACTACTTTTAACATAAATGGGTACACCATACCCAAAGGGTGGAAGTTTTTTGC

AGTTGTATGGAATATTCATATGAATCCTGATGTTTATGTTCAACCTAAGGAATTTAAT

CCTTCGAGATGGGATGATATTGAAACTAAGCCAGGCATTTTTCTACCTTTTTCAATGG

GCCCCAAATCATGCCCAGGATCCAATTTGGCCAAGCTTCAAATTTCAGTAATTCTTCA

TTATTATCTTCTTCACTACAGGGTTGAGCAAATTAATCCAGAGGCTAGATGTTATCCT

CCTGAAAATTGTCTTGTGAAATTCAAGAAGCTATCGATCTCTAGTAATGGTAATTAA 

 

Solyc07g062520                                CYP72(GAME7) 

>SL2.5ch07:65219309..65223512 

GAGGCAAAGATGACTCTCTGTATGATCCTACAAAGCTTCTCTTTTGAATTGTCTCCATCC

TACACACATGCGCCTCAACCCCTACTTACCATTCATCCTCAGTATGGTGCTCCTCTTATT

TTCCACAAACTATAATTTCATATTACGTGAGGTATCTTTCACTTGTACGACTATACTGGAT

ATGTTATTGTTCAGACAAACTCAATAACTCTTGTTTAAACCTTTTATCTGTACCAGAGAA

TAAATAACATGTTGCAAATTATATACAAATCATCTCAAGAACCAATGAGAAGCTTATTGT

TATGACAAATTTAGATATATTCTACAAACACATTAAGCTAAAGAATTTGTGGAAAAAATA

ACTGTTTTTTTTTTTGGTCACAATAAAAACATGTGACATGCTAGTAAGCAGTAAGCACA

GCCGGCCTTTTTGGCAATGAAACCACTACATACACTTGTACACTAATTCTTTTTTCATTT

TTTAAACTAAAATTATGAATGTCAGAATACGAAATAACAAGTAAAAACAAACGAAAAT

GATTAAAAATATAAGAGAAAATCAGAGCCACTCATTGGTGTCTTTGCTCATCATTGTTG

ACGACGTCGTTTGTTAGTTCCCAGAGACATAGTATATATAAATTAATACTCCTCGTTTTTT

ACACACAAATTCAACTCAAACAAAATGGACGAAATTCAAATATTAGTAAGAGTGTGTT

GTTCTGCCATAGCAATTGCTCTGTTTGTGTGTCTGTGGAAAGTACTAAATTGGGTTTGG

CTCAATCCGAAGAAGTTGGAGAATTTGTTGAGGAAACAAGGGCTAAATGGGAACTCTT

ACAAAATATTGTATGGGGATTTGAATGATTTTATTGGAATGATTAGGGAAGCTAGTTCAA

AACCTATGAATTTGTCTGATGATATAGCTCCAAGATTGGTGCCTTTCTTTCTTGAGACCA

CCAAGAAATATGGGAAAAAATGTTTTATATGGTTGGGTCCAAAACCACAAGTAATAATC

ATGGACCCTGAGCTTATTAAGGAAGTACTCTCGAAAACCTATTTGTATCAAAAGCCCGG

TGGAAATCCATTTGCAGCATTATTGGTACAAGGACTAGCAACCTATGAAGAAGATAAAT

GGGCCAAACATAGAAAAATTATCAATCCCGCTTTCCATCTAGAGAAGCTTAAGCATATG

CTCCCAGCTTTTCACTTGAGCTGTACTGAAATGCTGAGCAAATGGGAAGATGCTGTTCC

ACTTGGCAGCTCTCGTGAGATAGATGTATGGCCTCACCTTCAGCAATTAACTTGTGATG

TAATCTCTCGGACAGCTTTTGGAAGTAGTTATGAAGAAGGTAGAAAGATTTTTGAACTT

CAAACGGAACAAGCTCAGAATTTTATCGACGCTGTACGTGAAGTTTATATCCCAGGGCG

GAGATTTTTGCCAACAAAGAGGAACAGAAGAATGAAGGAAATAAAAAACGAAGTTCG

GACCTCAGTTAAAGGTATTATCGATAAAAGAATGAAGGCAATGAAAGCAGGGAATGCC

GATAATAATGAGGATCTGTTAGGCATATTGCTTGAATCAAATTTCAAAGAAATTGAACA

GCACGGTAACAAGGATTTTGGAATGAGCATCGAAGAAGTCATCGAAGAATGCAAGTTA

TTCTATTTTGCTGGCCAAGAAACTACATCAGTCTTACTCGTGTGGACTCTGGTGTTGTT

GAGTCGGTATCAAGATTGGCAGACACAGGCCAGAGAAGAAGTCTTGCAAGTGTTTGA

GAGTCGGAAACCAGATTTTGATGGATTAAATCATCTAAAAGTTGTAACAATGATCTTGT

ACGAGTCATTACGGCTATATCCCCCATTGATAACACTTAATCGACAGGTTAACGAAGAC



ATAGTATTAGGAGAATTGTGTCTACCAGCTGGTGTACTAGTCTCATTGCCAATGATCTTA

TTGCATCATGATAAAGATATATGGGGTGAAGATGCAAACGAGTTCAATCCAGAGAGATT

TAGAGAAGGAATATCAAGTGCAACAAAAGGTAAAGTTACATATTTTCCATTTTCATGGG

GTCCAAGAATATGCATTGGACAAAATTTTGCCATGTTAGAAGCAAAGATGGCTTTGTGT

ATGATCCTACAAAGCTTCTCTTTTGAATTGTCTCCATCTTACACACATGCTCCTAAATCC

TTAGTAACCATGCAGCCTCAGTATGGTGCTCCACTTATTTTGCACAAACTTTAG 

 

Solyc07g043480                 UDP-glucose glucosyltransferase (GAME17) 

>SL2.50 ch07: 57268672..57270940 

CAAGACGCAACATGAATTTAACTCCTTTTCATTATTTATTCTTTTCATTTTTCAAGTAT

ATATTTGGATGAAAATCATATCTTATAATTAAAAATTTATTTATTATTTTAAATCATCA

CACATGACTTCTATTTAATTAATAAAAAGATATGTATTCACTCAACACATCCATTCGC

CCCCCACACCCCACTCCCAGCACCTATTTAACATACAGTACACCCATTATGCGCACGT

GAAAAGGTAGTAAATTCTTCTTCTTCTTCTATATAATAAAAAATAAAAACTAAATTTT

TAAAATTTTATTTGTGTCATATAAATTGAAACAGTGAAAATAATGTATATTATTAGTG

ACAATAATTAATGATAAACGACATTTGATTGAATTTTAAATTTCACACGTGATACATA

GATTGAGATTATTATTTGACAATTAAAATTTAAATTAACAAATTACAATAACTGACAA

CTAAATTTTTATTTTTATTAAAAGTTTGATTGAATTTCAAAATTTCATGTGTCGAATAA

ATTGAGATAGAAATAGTTATATATATATATGTATATCAATTGAAAACTATTTTAGAAG

TATTATAAATCATAATGATTAATATATAATTTAAAGTAGTTAAAATTTAACATGATTC

AAAATACATAAATTAATGGACTTATTTATGATATTTTCTTCTCAACACATTGAAGTAT

ATATTTGGAAAAATGATGAATCTAAATTTTAGGCTGTCTGTTTAAATTATTATTTTCAT

ATGCAAACATTAAAAATACGGTTGTTGGTATTCGGTAGTTGTTACTTCATATCTATAT

ATCCTTGTTTAGAGTAACACTCCAATAAGTCTTCAAAAAAAAAAAAAAATACTAATA

GTTATACTCCACAACATCTTCACACATGGATAACAAAGATGATGTAGCTGTTGTGATA

GCTCCATTACATCTTCAAAGCCATCTCCGACAACTTCTCCATTTTGCATGTAGAATTTC

CTCCTATGGTCTACCGGTCTACTATCTCGGCTTAGCCGCCTCTAACCGTGAAGCTAGG

CAACACTCGACTACCTTAAATCCTTGTGACATAGAGAAAATCCACTTCCATGACCTCC

AAATTCCTAATGAAGATCCTCCTCCAGATATTCCCATGCATATTTGGCATGCTTCTATG

CGAACACGTGAACCCATTGCTTCTTTCCTTGGAGATATCTCCTCAAAGGCAAGACGAA

TTGTTGTTGTTCATGATCTTTTAATGTCCTATAATGTTCAGGATATTTCTTCATATCCCA

ATGGAGAATCCTATGTATTTCATTGCCTACCTATTTTCGATATGTATTGTAGTCACTAT

GCCCCAGCTGCAGGATTCCCTATTCCACTTGAAGAAGCGCTTCTTAAAAGGCTACCTT

CCAATGATGGATGTTACAACCCTGAGGATGTGGAGCACCATGCTAAGTATCTAAATC

ATTGCATGGGCAAGAATGCTGGTGATATCTTTAACACAAGTCAAGTAATTGATGGTAC

TGCTATTGTTGATTCCATGGCAAATCTTGCCACCATGCAAAACAAAAAGTTATGGGCA

TTAGGACCAATTCTCCTTACACAAGATCATGATAAGGTCCAAACCAAACACTTCTGTT

TGGATTGGCTTAACAAACAGCCTCCTAAATCAGTTATTTATGTGTCTTTTGGAACATCT

ACTTCATTTTCAGCTGAACAAATCAAGGAGCTAGCAATTGGTTTAGAGCTAAGCAAA

CAAAAGTTCATATGGGTACTTAGAAATGCTGATGTAGGAGATCCTGTTAACAACAAA

TGCGAAGAGAATAGATCAGGAACACTTGAGTTGCCAGAAGGATTTGAAGAAAGGGT

AAAAGGGGTTGGCTTAGTGGTGAGAGAATGGGCACCTCAACAAGAAATCTTCGCTCA

TCCCTCTACTGGTGGCTTCATGAGTCACTGTGGATGGACTTCGTGTTTAGAAAGCATT

ATTGAAGGTGTGCCAATAGCCGCTTGGCCTATCCAATTTGATCAACCAAAAAATGCTT



TTCTAGTCGCGGAAGTGCTAAAAATAGGGCTCCATGTTAGGGAGTGGGAGCAGCGGA

ATGAGTTAGTGACTGCTTCCACCGTTCAAAATATAGTTTGCAAATTAATGGCATCGGA

AGAAGGTGATATGATTAGGAAAAGAGCACAAGAACTAAGGACGGCTGTAAAGCGGT

CCACGGAGGAAGGTGGTGTTTCTCGAATGGAGTTGGATTCTTTCATCGCGCATATCAC

AAGATAG 


