Supplemental Table 1: Identification of a diverse panel of GBM BTICs representative of the different

mutational statuses of GBM patients.

BTIC Diagnosis| Age | Sex MGMT | EGFR P53 |PTEN | IDH1 NF1 CDKN2A
Line status | status | status |status |status| status status
BT12 GBM-r 59 M U wit wit mut wit N/A N/A

BT48 GBM 68 M M mut wt mut wit wit homo del
BT50 GBM 61 M M wit wit mut wt wit homo del
BT53 GBM 59 M M mut mut wit wit wit homo del
BT67 GBM 44 M M wit wt mut wt | mut/het del [homo del
BT68 GBM 59 M U vill wit wit wit N/A N/A

BT69 GBM 50 M U/M het mut mut wt N/A homo del
BT73 GBM 52 M M vill mut mut wt N/A homo del
BT124 GBM N/A N/A U wit mut mut wt N/A N/A

BT143 | GBM-r 46 F M wit mut mut wit mut homo del
BT147 | GBM-r 56 M U vill mut mut wit wit homo del
BT189 GBM 55 F U wit mut mut wi wit wit

Common GBM molecular alterations including MGMT promoter methylation, EGFR, PTEN, TP53, NF1,
IDH1, and CDKNZ2A mutation statuses for the 11 BTIC lines used in this study. Mut indicates mutant and
wt indicates wild-type. U indicates unmethylated and M indicated methylated. U/M indicates hemi-
methylation. vlll indicates EGFR variant lll, an activating deletion characteristic of GBM, het del indicates
a heterozygous deletion, homo del indicates a homozygous deletion, N/A indicates not available.
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