Supplementary material S4.

t-SNE visualization of the original dataset and simulation dataset from methCancer-gen and the benchmark method is shown.

- \\\ / ! "%

™ -
A
D N

Original dataset Simulation dataset Simulation dataset
from methCancer-gen from benchmark
= BLCA « BRCA CESC e COAD = ESCA GBEM e HNSC =« KRC e KRP = LGG e LIHC = LUAD = LUSC

*« MESC = PAAD PCPG = FRAD = READ = SARC = SKCM STAD « TGCT s THCA THYM « UCEC



	tsne.vsdx
	페이지-1


