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Fig. 3A (ITS) ; T

12353MDclonADE CATTAATGAATTAAAAACAA
12353MDclonBCF CATTAATGAATTAAAAACAACK
15939TFC CATTAATGAATTAAAAACAA

31 41 51 ]

]
GTTGTCGCTGGCCTGTATGGGCATGTGCACGCCTTG
GTTGTCGCTGGCCTGTATGGGCATGTGCACGCCTTG
GTTGTCGCTGGCCTGTATGGGCATGTGCACGCCTTG

[ 61 71 81 91 101 111 ]
[ I | I I I | ]
12353MDclonADE TTAAATTUCTCCACACACCTCTGTGCACCATTCATAGGTTGGCTCGTTTGATACGGTTTG
12353MDclonBCF TTAAATT(CTCCACACACCTCTGTGCACCATTCATAGGTTGGCTCGTTTGATACGGTTTG
15939TFC TTAAATTCATCCACACACCTCTGTGCACCATTCATAGGTTGGCTTGTTTGATACGGTTTG

[ 121 131 141 151 161 171 ]
[

12353MDclonADE CTTTCTTCACTGGGAGCTG-CCGTAGAGAGTCTCTCTATGCATTTTATTACAAACGTTTT
12353MDclonBCF CTTTCTTCACTGGGAGCTG-CCGTAGAGAGTCTCTCTATGCATTTTATTACAAACGTTTT
15939TFC CTTTCTTCACTGGGAGCTGCCCGTAGAGAGTCTCTCTATGCATTTTATTACAAACGTTTT

[ 181 191 201 211 221 231 ]
[ I | I I I | ]
12353MDclonADE CAGTCTTTGAATGTACACCTGCGATATAGCGCATTTAAATACAACTTTCAGCAACGGATC
12353MDclonBCF CAGTCTTTGAATGTACACCTGCGATATAACGCATTTAAATACAACTTTCAGCAACGGATC
15939TFC CAGTCCTTGAATGTACACCTGCGATATAACGCATTTAAATACAACTTTCAGCAACGGATC

[ 241 251 261 271 281 201 ]
[ I | I I I I ]
12353MDclonADE TCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGA
12353MDclonBCF TCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGA
15939TFC TCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGA

[ 301 311 321 331 341 351 ]
[ I | I I I | ]
12353MDclonADE ATTCAGTGAATCATCGAATCTTTGAACGCACCTTGCGCTCCTTGGTATTCCGAGGAGCAT
12353MDclonBCF ATTCAGTGAATCATCGAATCTTTGAACGCACCTTGCGCTCCTTGGTATTCCGAGGAGCAT
15939TFC ATTCAGTGAATCATCGAATCTTTGAACGCACCTTGCGCTCCTTGGTATTCCGAGGAGCAT

[ 361 371 381 301 401 411 ]

[ I | I I | | ]
12353MDclonADE GCCTGTTTGAGTGTCATGTAATCCTCAGCTCCCCCTGATTTTICITTTGGGG GCTGG
C

12353MDclonBCF GCCTGTTTGAGTGTCATGTAATCCTCAGCTCCCCCTGATTTTCTTTTGGGGEGAAGCTGG
15939TFC GCCTGTTTGAGTGTCATGTAATCCTCAGCTCCCCCGGATTTT-TTCTGGGG GCTGG

[ 421 431 441 451 461 471 ]
[ I | I I I ]
12353MDclonADE ACTTGGAGGTCTGCAGGTTCAATTCAGTTTGAATCAGCTCCTCTTAAA TTAGTGTG
12353MDclonBCF ACTTGGAGGTCTGCAGGTTCAATTCAGTTTGAATCAGCTCCTCTTAAA TTAGTGTG
15939TFC ACTTGGAGGTCTGCAGGTTCAATTCAGTTTGAATCAGCTCCTCTTAAA TTAGTGTG

[ 481 491 501 511 521 531 ]
[ | I I I | ]
12353MDc lonADE |GATGTTACCAAACGTTCTCCAGTGTGATAATTATCTGCGCTGCTGTGACTTTGGTATAGC
12353MDclonBCF [GATGTTACCAAACGTTCTCCAGTGTGATAATTATCTGCGCTGCTGTGACTTTGGTATAGC

15939TFC TGTTGCCAAACGTTCTCCAGTGTGATAATTATCTGCGCTGCTGTGACTTTGGTATAGC
[ 541 551 561 501 ]
[ | I | ]
12353MDclonADE AATCGTTCATGCTTCCAACCGTT CCTTTGCGTTTGACC
12353MDclonBCF AATCGCTCATGCTTCC GTT CCTTTGCGTTTGACC
15939TFC AATCGTTCATGCTTCCAACCGTT CCTTTGCGTTTGACC

[ 601 611 621 631 641 ]
[ I | I I I ]
12353MDclonADE TCAAATCAGGTAGGACTACCCGCTGAACTTAAGCATATCAATAA
12353MDclonBCF TCAAATCAGGTAGGACTACCCGCTGAACTTAAGCATATCAATAA
15939TFC TCAAATCAGGTAGGACTACCCGCTGAACTTAAGCATATCAATAA
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Fig. 3B (IGS)
[ 1 11 21 31 41 51 ]
[ I I I I I I ]
12353MD GTTGGTCCCGCACATATAAGTTGTGTTAAAATAGAGCTTTGCTCGTGAACCAAATCAGGT
15939TFCMic GTTGGTCCCGCACATATAAGTTGTGTTAAAATAGAGCTTTGCTCGTGAACCAAATCAGGT
[ 61 71 81 91 101 21% ]
[ I I I I I I ]
12353MD GGGCTGGGCCATTTGAGCGGAAATGC GGTGGTTT TACGAATTGAAATTATCATA
15939TFCMic GGGCTGGGCCATTTGAGCGGAAATGC GGTGGTTTGCCTACGAATTGAAATTATCATA
[ 123 131 141 151 161 i F ]
[ I I I I I I ]
12353MD TGCGCGGGGGTGAATCCTTTGCAGACGACTTGAATGGGAACGGGGTACTGTAAGCAGTAG
15939TFCMic TGCGCGGGGGTGAATCCTTTGCAGACGACTTGAATGGGAACGGGGTACTGTAAGCAGTAG
[ 181 191 201 211 221 231 ]
[ I I I I I I ]
12353MD AGTAGCCTTGTTGCTACGATCTGCTGAGGTTAAGCCCTTGTTCTATAGATTTGTT CT
15939TFCMic AGTAGCCTTGTTGCTACGATCTGCTGAGGTTAAGCCCTTGTTCTATAGATTTGTT o |
[ 241 251 261 271 281 291 ]
[ I I I I I I ]
12353MD TTTGTTGAACGCTTCTTTTCTT-TTTTCTTTTTCTTTCCATGGTGCAACTTCAGGGCCGG
15939TFCMic TTTGTTGAACGCTTCTTTTCTTCTTTTCTTTTTCTTTCCATGGTGCAACTTCAGGGCCGG
[ 301 311 321 331 341 351
[ I
12353MD CCATTTG CTTGGTC TGGTTCACAATGCAAAGGCTGG CGAAGAGATTGA
15939TFCMic CCCATTTGGACTTGGTC TGGTTCACAATGCAAAGGCTGGTGCGGAGAGATTGA
[ 361 371 381 391 401 411

]

[ I I
12353MD TGGTTTCTTTTC JTTTC GCCAGC GGGAT GGCATATAGGC
15939TFCMic TGGTTTCTTTTCTTTTLCGTTTC GCCAGAGGGGGATGAGGCATATAGGC




Supplementary
. 1 13 21 31 41 51 ]

12353MD CTTGT#ECTTATGGCATGTATTTCTGTCGGCTC CCTGCGCCCGTCATCGAGTTCTT
G A “

15810TFCMic CTTGTOGCTTATGGCATGTATTTCTGTCGGCTCCAATTCTGCGCCCGTCATCGAGTTCTT
[ 61 71 81 91 101 111 ]
[ | | | I I ]
12353MD AGGAGTGGGGTCTGGAGTCGTTGGAGGAGAATGCTCATGCCACAACGCCTTGTACGAA
15810TFCMic (GGAGGAATGGGGTCTGGAGTCGTTGGAGGAGAATGCTCATGCCACAACGCCTTGTACGAA
[ 121 131 171 ]
[ | | ]
12353MD GGTATTCG c CGGCGTGTGGATGGGTG ACCG CTGCCAACTTGG GAC
15810TFCMic GGTATTCG ACGGCGTGTGGATGGGTG ACCG CTGCCAATCTGG GAC
[ 181 191 201 221 231 ]
[ I I | I I ]
12353MD T GAGGAAACTTCGTCGGAAGGACGATATCAGTCCTGAAGTTTCTGTCGTCCGTGATAT
15810TFCMic H GAGGAAACTTCGTCGGAAGGACGATATTAGTCCCGAAGTTTCTGTTIGTCCGTGATAT
[ 241 251 261 271 281 291 ]
[ I I | | I I ]
12353MD TCGAGAACGAGAGTTGCGGCTATATACCGACGCAGGACGCGTTTGCCGACCACTCTTTAT
15810TFCMic TCGAGAACGAG GCGGCTATATACCGACGCAGGACGCGTTTGCCGACCGCTCTTTAT
[ 301 311 321 331 341 351 ]
[ I | | I ]
12353MD CGTCGAGGACCAGCAGCTTACGATCCGCAAGGCGCACATCCGGCAACTCCAAGCGAAAAT
15810TFCMic TGTCGAGGACCAGCAGCTTACGATCCGCAAGGCGCATATCCGGCAACTCCAAGCAAAAAT
[ 361 371 381 391 401 411 ]
[ I I I | I I ]
12353MD GGACGAACCGGAGAATCCTGCTATTCTGGATTTCGGCTGGGATGAGCTCAT CTGG
15810TFCMic GGACGAACCGGAGAATCCTGCTATTCTGGATTTCGGCTGGGATGAGCTCAT CTGG
[ 421 431 441 451 461 471 ]
[ I I I | I I ]
12353MD TGTTATTGAGCTGTTGGACGCCGAAGAGGAGGAGACGGTCATGATATGTATGACTCCTGA
15810TFCMic TGTCATTGAGCTGTTGGACGCCGAAGAGGAGGAGACGGTCATGATATGTATGACTCCTGA
[ 481 491 501 511 521 531 ]
[ I I | | I I ]
12353MD CGACTTGGAGAACTCGCEATTACAGTCTAGTGGAGTTGACCCGTATGCTGATACGGGTGA
15810TFCMic CGACTTGGAGAACTCGAGGTTACAGTCTAGTGGAGTTGACCCGTATGCTGATACGGGTGA
[ 541 71 581 591 ]
[ I I I ]
12353MD TTTCGATCCTGCGG CTGGTACCAATACCCATACGTGGACACATTGTGA
15810TFCMic TTTCGATCCCGCGG GAA CTGGTACCAATACCCATACGTGGACACATTGTGA

[ 601 621 631 641 ]

[ I I I I -
12353MD GATTCACCCCAGCATGATATTGGGTGTTTGCGCGAGTATTATT
15810TFCMic GATTCACCCTAGCATGATATTGGGTGTTTGCGCGAGTATCATC



Supplementary
Fig. 3D (EF1-a)
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