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Fig. S1. The chromosomal distribution of rDNA in 1BR3 cells. FISH performed on
metaphase spreads prepared from 1BR3 cells using an rDNA (red) and a-satellite probes.
In the top panel, a-satellite probes recognizing HSA14/ 22 (green) and HSA15 (yellow, a
mixture of red and green) were used. In the bottom panel, an a-satellite probe recognizing
HSA13/ 21 (green) was used. Chromosomes were DAPI stained. The identity of each
acrocentric is indicated.
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Fig. S2. Acrocentric p-arms devoid of rDNA. (A) Mixed metaphase spreads from hTert-
RPE1 and GM10063 cells (left panels) or CCD-1079Sk and GM10063 cells (right panels)
were probed with rDNA and DJ probes. Sections from a typical hTert-RPE1 or CCD-1079Sk
spread are shown together with the Xder21 hybridization signal from an adjacent GM10063
spread (insets). rDNA negative NORs are indicated by arrowheads and the low rDNA
HSA15 in hTert-RPE1 by an asterisk. Note that all spreads were captured using the same
exposure settings and figures were prepared using identical image enhancements. (B)
CCD-1079Sk chromosome spreads were probed using rDNA (18S/28S) and DJ probes
combined. rDNA negative NORs are indicated by arrowheads .
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Fig. S3. The chromosomal organization of rDNA on metaphase spreads from HT1080 cells.
(A) FISH was performed on metaphase spreads with rDNA (red) and DJ (green) probes. (B)
Spreads were probed with rDNA (green), a-satellite probe recognizing HSA13/21 (red) and
a-satellite probe recognizing HSA14/22 (far red, pseudo-colored in blue). Chromosomes
were DAPI stained (pseudo-colored in grey). The identity of chromosomes are indicated.
Robertsonian translocations involving either HSA13 or HS21 are indicated by an asterisk.
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Fig. S4. The chromosomal organization of rDNA on metaphase spreads from U20S cells.
FISH was performed on metaphase spreads with rDNA (red) and DJ (green) probes.
Chromosomes were DAPI stained (pseudo-colored in grey). Enlarged versions of indicated
single chromosomes are shown below. These include DJ deleted chromosomes and
chromosomes with apparent g-arm rDNA/DJ signals.
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Fig. S5. The chromosomal organization of rDNA on metaphase spreads from HelLa cells.
(A) FISH was performed on metaphase spreads with rDNA (red) and DJ (green) probes. (B)
Spreads were probed with rDNA (green), a-satellite probe recognizing HSA13/21 (red) and
a-satellite probe recognizing HSA14/22 (far red, pseudo-colored in blue). Chromosomes
were DAPI stained (pseudo-colored in grey). A Robertsonian translocation involving either
HSA14 or HS22 is indicated by an asterisk.
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Fig. S6. Silent rDNA containing NORs in HelLa cells are devoid of UBF. 3D-immunoFISH
was performed on untreated and AMD treated HelLa cells (upper and lower panels
respectively) using rDNA and DJ probes combined with hUBF antibodies. Silent (non-UBF

associated) rDNA containing NORs are indicated by arrowheads



