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Supplementary Table 1. Primers used in this study 

Cloning primers  

Primer Sequence 

RHA3A-BamHI-F CGGGATCCATGACTCGACCGTCAAGATTAC 

RHA3A-StuI-R GAAGGCCTAGGAAGAAACGTAGGAATGGTAG 

RHA3B-BamHI-F    CGGGATCCATGACTCGCTCCTCTAGATTC 

RHA3B-SmaI-R       TCCCCCGGGAGGAAGAAAAGCAGGAATAATG 

RHA3A-CD-BamHI-F CGGGATCCCGATGCGCTTGGCTCCGGCG 

RHA3B-CD-BamHI-F    CGGGATCCGCTCGCTGCGCTTGGCTCCGC 

pRHA3A-SacI-F CCGGAGCTCCTCAATTTGATAGAATTTCTCCG 

pRHA3A-BamHI-R CGGGATCCTGCTTTTTGAGCTTTGGAGAC 

pRHA3B-SacI-F TCCGAGCTCGCTTCCGTTCTCAATTATTG 

pRHA3B-BamHI-R CGGGATCCTTTGTTTTGGTTTTGAGTTC 

NOS-SacI-R CCGGAGCTCGAATACTCATGTTTGACAGC 

Usp2-cc-BamHI-F CGGGATCCAATTCAAAGAGTGCCCAGGGTC 

Usp2-cc-SmaI-R TCCCCCGGGCATACGGGAGGGTGGACTGGC 

The restriction enzyme sites are underlined. 

 

Point mutation primers 

Primer Sequence 

BIK1 K10R-F CTTCAGTTCTCGAGTCAGAGCAGACATCTTCCAC 

BIK1 K10R-R GTGGAAGATGTCTGCTCTGACTCGAGAACTGAAG 

BIK1 K18R-F CATCTTCCACAATGGTAGGAGCAGCGATCTTTATG 

BIK1 K18R-R CATAAAGATCGCTGCTCCTACCATTGTGGAAGATG 

BIK1 K31R-F GTCTCTCAAGTCGGAGATCGTCTTCGACTGTAG 

BIK1 K31R-R CTACAGTCGAAGACGATCTCCGACTTGAGAGAC 

BIK1 K41R-F CGGCGGCTCAGAGGACGGAAGGGGAG 

BIK1 K41R-R CTCCCCTTCCGTCCTCTGAGCCGCCG 

BIK1 K53R-F GAGTTCGACCCCTGTCAGAAGCTTCACCTTTAACG 

BIK1 K53R-R CGTTAAAGGTGAAGCTTCTGACAGGGGTCGAACTC 

BIK1 K61R-F CACCTTTAACGAACTCAGACTCGCCACAAGAAAC 

BIK1 K61R-R GTTTCTTGTGGCGAGTCTGAGTTCGTTAAAGGTG 

BIK1 K83R-F CTTTGGTTGTGTCTTTAGAGGCTGGTTAGATGAG 

BIK1 K83R-R CTCATCTAACCAGCCTCTAAAGACACAACCAAAG 

BIK1 K95R-F CACTCTCACTCCGACTAGACCTGGAACCGGTTTG 

BIK1 K95R-R CAAACCGGTTCCAGGTCTAGTCGGAGTGAGAGTG 

BIK1 K135R-F CACCCAAATCTAGTTAGACTGATCGGTTATTGC 

BIK1 K135R-R GCAATAACCGATCAGTCTAACTAGATTTGGGTG 

BIK1 K155R-F CTACGAGTTTATGCAAAGAGGAAGTCTTGAGAATC 



BIK1 K155R-R GATTCTCAAGACTTCCTCTTTGCATAAACTCGTAG 

BIK1 K170R-F GAGGTGCATATTTTAGGCCACTCCCATGGTTTC 

BIK1 K170R-R GAAACCATGGGAGTGGCCTAAAATATGCACCTC 

BIK1 K186R-F GCGCTTGATGCAGCAAGGGGGCTTGCTTTTCTTC 

BIK1 K186R-R GAAGAAAAGCAAGCCCCCTTGCTGCATCAAGCGC 

BIK1 K197R-F CACAGCGATCCCGTCAGAGTGATATACCGAGAC 

BIK1 K197R-R GTCTCGGTATATCACTCTGACGGGATCGCTGTG 

BIK1 K204R-F GATATACCGAGACATTAGAGCCTCGAACATCTTAC 

BIK1 K204R-R GTAAGATGTTCGAGGCTCTAATGTCTCGGTATATC 

BIK1 K217R-F GCGGACTACAACGCAAGACTTTCTGACTTTGGAC 

BIK1 K217R-R GTCCAAAGTCAGAAAGTCTTGCGTTGTAGTCCGC 

BIK1 K276R-F GAGATTTTATCTGGTAGGCGAGCGTTGGATC 

BIK1 K276R-R GATCCAACGCTCGCCTACCAGATAAAATCTC 

BIK1 K286R-F CATAACAGACCGGCTAGAGAAGAAAACCTTGTG 

BIK1 K286R-R CACAAGGTTTTCTTCTCTAGCCGGTCTGTTATG 

BIK1 K301R-F CGTACCTCACAAGCAGACGTAAGGTTCTCCTAATC 

BIK1 K301R-R GATTAGGAGAACCTTACGTCTGCTTGTGAGGTACG 

BIK1 K303R-F CCTCACAAGCAAACGTAGGGTTCTCCTAATCGTGG 

BIK1 K303R-R CCACGATTAGGAGAACCCTACGTTTGCTTGTGAGG 

BIK1 K337R-F CTCTCATTTGAACCCAGGTCGCGCCCGACCATG 

BIK1 K337R-R CATGGTCGGGCGCGACCTGGGTTCAAATGAGAG 

BIK1 K358R-F GGACAACTTGGGACGGCCGAGTCAGACC 

BIK1 K358R-R GGTCTGACTCGGCCGTCCCAAGTTGTCC 

BIK1 K366R-F CAGACCAATCCGGTTAGGGATACCAAGAAACTTG 

BIK1 K366R-R CAAGTTTCTTGGTATCCCTAACCGGATTGGTCTG 

BIK1 KK369/370RR-F CGGTTAAGGATACCAGGAGACTTGGTTTTAAAACTG 

BIK1 KK369/370RR-R CAGTTTTAAAACCAAGTCTCCTGGTATCCTTAACCG 

BIK1 K374R-F CAAGAAACTTGGTTTTAGAACTGGTACTACTAAG 

BIK1 K374R-R CTTAGTAGTACCAGTTCTAAAACCAAGTTTCTTG 

BIK1 K379R-F GTTTTAAAACTGGTACTACTAGGTCATCCGAAAAACG 

BIK1 K379R-R CGTTTTTCGGATGACCTAGTAGTACCAGTTTTAAAAC 

BIK1 K383R-F CTAAGTCATCCGAAAGACGGTTTACACAAAAAC 

BIK1 K383R-R GTTTTTGTGTAAACCGTCTTTCGGATGACTTAG 

BIK1 K388R-F GAAAAACGGTTTACACAAAGACCTTTTGGCAGGC 

BIK1 K388R-R GCCTGCCAAAAGGTCTTTGTGTAAACCGTTTTTC 

RHA3A I104A-F CGACGGAATGTGCTGCTTGCCTCACTGACTTC 

RHA3A I104A-R GAAGTCAGTGAGGCAAGCAGCACATTCCGTCG 

The codon of targeted amino acids is underlined. Mutated nucleotides are marked as red. 

 



amiRNA primers 

Primer Sequence 

RHA3A amiRNA480-1 GATTTTGTCAATACACTCCACGGTCTCTCTTTTGTATTCC 

RHA3A amiRNA480-2 GACCGTGGAGTGTATTGACAAAATCAAAGAGAATCAATGA 

RHA3A amiRNA480-3 GACCATGGAGTGTATAGACAAATTCACAGGTCGTGATATG 

RHA3A amiRNA480-4 GAATTTGTCTATACACTCCATGGTCTACATATATATTCCT 

RHA3A amiRNA109-1 GATCAAGTAATCTTGACGGTCGTTCTCTCTTTTGTATTCC 

RHA3A amiRNA109-2 GAACGACCGTCAAGATTACTTGATCAAAGAGAATCAATGA 

RHA3A amiRNA109-3 GAACAACCGTCAAGAATACTTGTTCACAGGTCGTGATATG 

RHA3A amiRNA109-4 GAACAAGTATTCTTGACGGTTGTTCTACATATATATTCCT 

RHA3A amiRNA211-1 GATCAACGCAGATAAGAGCGCTATCTCTCTTTTGTATTCC 

RHA3A amiRNA211-2 GATAGCGCTCTTATCTGCGTTGATCAAAGAGAATCAATGA 

RHA3A amiRNA211-3 GATAACGCTCTTATCAGCGTTGTTCACAGGTCGTGATATG 

RHA3A amiRNA211-4 GAACAACGCTGATAAGAGCGTTATCTACATATATATTCCT 

RHA3B amiRNA444-1 GATTATGCATATTGCACACTCCGTCTCTCTTTTGTATTCC 

RHA3B amiRNA444-2 GACGGAGTGTGCAATATGCATAATCAAAGAGAATCAATGA 

RHA3B amiRNA444-3 GACGAAGTGTGCAATTTGCATATTCACAGGTCGTGATATG 

RHA3B amiRNA444-4 GAATATGCAAATTGCACACTTCGTCTACATATATATTCCT 

RHA3B amiRNA113-1 GATAATCTAGAGGAGCGAGTCAGTCTCTCTTTTGTATTCC 

RHA3B amiRNA113-2 GACTGACTCGCTCCTCTAGATTATCAAAGAGAATCAATGA 

RHA3B amiRNA113-3 GACTAACTCGCTCCTGTAGATTTTCACAGGTCGTGATATG 

RHA3B amiRNA113-4 GAAAATCTACAGGAGCGAGTTAGTCTACATATATATTCCT 

RHA3B amiRNA214-1 GATCTACGCATACGAGAGCGCATTCTCTCTTTTGTATTCC 

RHA3B amiRNA214-2 GAATGCGCTCTCGTATGCGTAGATCAAAGAGAATCAATGA 

RHA3B amiRNA214-3 GAATACGCTCTCGTAAGCGTAGTTCACAGGTCGTGATATG 

RHA3B amiRNA214-4 GAACTACGCTTACGAGAGCGTATTCTACATATATATTCCT 

 

CRISPR cloning primers 

Primer Sequence 

L1L2T2-BsF ATATATGGTCTCGATTGAGCCAAGCGCATCGTACGAGTT 

L1L2T2-F TGAGCCAAGCGCATCGTACGAGTTTTAGAGCTAGAAAT

AGC 

L1L2T4-R AACGAGTTAATCCCGCCGCCGTCAATCTCTTAGTCGACT

CTAC 

L1L2T4-BsR ATTATTGGTCTCGAAACGAGTTAATCCCGCCGCCGTC 

 

  



qRT-PCR primers 

Primer Sequence 

RHA3A-F CAGGATTCTTACGCCGGTGA 

RHA3A-R TTCATCTCCGCCGTAGAAGC 

RHA3B-F CGGAGGGCGAAGAAATCAGA 

RHA3B-R CACTTCACCGGCACCAGTAT 

ACTIN2-F GCACCCTGTTCTTCTTACGGA 

ACTIN2-R GTGAGACACACCATCACCAGA 

 


