Porcella et al., Figure S6, associated with Figure 4

wWT GDPOL1;ctf4n
O O ~— &N M <
£ 383885358,
S 383333 S %G
Size (nt)
L
500 —
200 —
100 —
End label
D 0.5% Gal
WT
ctf4A
pol1-4A
CDC9-FRB;GDPOL1

CDC9-FRB;GDPOL1;,ctf4A
CDC9-FRB;GDpol1-4A

S s N
T g 9

% of sequencing reads
mapping to rDNA
g

G OF synthesis

—)
GDpol1-4A

-
=
1

OF 5' end density
(normalized)
o
o)

1

o
)
1

T
-50 0 50
Distance from
nucleosome dyad (bp)

WT GDPOL1; ctf4A
o
o
S
Size (nt) |
500 —
200 —
100 —
Southern blot
(whole genome probe)
0.05% Gal 0.041% Gal

s00000@

F OF synthesis
>
GDPOLj jotfan o
- 10 —0.05%
& _ - —0.041%
[7] o
£ 9 ?? N —0.032%
3 \ —0.023%
B g 08+ / { s
5E —0.014%
b g —0.005%
o 0.6
T
-50 0 50
Distance from
nucleosome dyad (bp)
OF synthesis
%
%Gal GDpol1-4A
—0.05% > :
—0.041% 2 _
1]
—0.032% 58 i\
—0.023% o \
—0.014% = \
—0.005% o2
O 0.6

T
-50 0 50
Distance from
nucleosome dyad (bp)

0.032% Gal

wWT GDpol1-4A
o O — o M < v

£ 3838835 8,

S 33333 3 g%Ga
Size (nt)
500 —
200 —
100 —

End label
0.023% Gal 0.014% Gal 0.005% Gal

OF 3' end density
(normalized)
o =
oo o
1 1

o
[«
1

OF synthesis
—)
GDPO; LH (/P
—0.05%
: —0.041%
7///? E% —0.032%
% \ —0.023%
—0.014%
—0.005%

%Gal
—0.05%
—0.041%
—0.032%
—0.023%
—0.014%
—0.005%

-50 0 50
Distance from
nucleosome dyad (bp)



