Tritrichomonas musculis XZH isolate ITS sequence:
AATACGTCCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGGATGACTCGGTGAAATTATCGGAGTTTTT

TTACAAAGGTAATTAAATCACGTTATCTAGAGGAAGGAGAAGTCGTAACAAGGTATCGGTAGGTGAACCTGCCGATG
GATCAGTTTCGTAAATTTAATCACAAACATATTTTTTTAAAAAAAAATTATCTAAAATACAAATTAAATAATAAAAACA
AAAAATTTAGACCTTAGGCAATGGATGTCTTGGCTTCTTACACGGGGAAGAACGTTGCATAATGCGATAAGCGGCTG
GAGTTGCTTACTTTGCGACAAGTTCGATCTTTGAATGCACATTGCGCGCCGTCGAGCTTCGGCTTTGACACGCATATA
TGGTACAGTAACCCATAATAGTTTAAAAAATCTCTTTTTACGCAAAAGAGCGAAAAATTTATATGTAACCAACGTAAG
GGTTCTGTGCTATATAGGAAGACCCGCTGAACTGAAGCATCTCATTAAGCGGAGGA

Multiple sequence alignment of the selected ITS sequences as shown below using
the EMBL-EBI search and sequence analysis tools APIs:
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Tritrichomonas musculis XZH isolate 18S sequence:

TGCGCTACCTGGTTGATCCTGCCAAGGAAGCACACTTCGGTCATAGATTAAGCCATGCAAGTGTTAGTTCAGGCAAC
GAAACTGCGAACAGCTCATTAATACGCTCAGAATCTACTTGGTGGCAACCTTTCAGGTTTTATTTGGATAGCAGCAGT
AATTCTGGTGCTAATACATGCGATTGTTTCACTACGTTGAGAAATAGTGGAAAAGTTGACCCTTACGGGCACACCAA
TCGATTGAGCGACCTATCATGCTTGTACTTAGGGTCTTTACCTAGGTAGGCTATCACGGGTAACGGGCGGTTACCGTC
GGACTGCCGGAGAAGGGGCCTGAGAGATAGCCACTATATCCACGGGTAGCAGCAGGCGCGAAACTTACCCACTCGA
GACTTTCGGAGGTGGTAATGACCAGTTCCATGTCATCCCTCACGGGTTGTTTGGATAGGATCACACTTTTCCAGTGTG
GTGCAATCTAGCAGAGGGCCAGTCTGGTGCCAGCAGCTGCGGTAATTCCAGCTCTGCGAGTTTGCTCCCATATTGTT
GCAGTTAAAACGCTCGTAGTCAGAATTGCCCGCAAGGGCTTGCGAACTTCTGTTCGTTCACTGTGAACAAATCAGG
ACGCTTAGCGTATGGTTATCAGGAATGACTCAGCGCAGTATGATATCTTTACTTCTAGTAAAATCAATGAGAGCCACC
GGGGGTAGATCTATTTCATGGCGAACGGTGGAATGTTCTGACCCATGAGAGAGAAACGAAGGCGAAAGCATCTACC
TAGAGGGTTTCTGTCGATCAAAGGGCGAGAGTAGGAGTATCCAACCGGATCAGAGACCCGGGTAGTTCCTACCTTA
AACGATGCCGACAGGGGCTTGTCCTTTAATGAGGGCAGGACCTTAGGAGAAATCATAGTTCTTGGGCTCTGGGGGA
ACTACGACCGCAAGGCTGAAACTTGAAGGAATTGACGGAAGGGCACACCAGGGGTGGAGCTTGTGGCTTAATTTG
AATCAACACGGGGAAACTTACCAGGACCAGATGTTTTTTATGACTGACAGGCTTCAGGTCTTTCAGGATATGATTTTT
GGTGGTGCATGGCCGTTGGTGGTGCGTGGGTTGACCTGTCATGCGTTGATTCAGATAACGAGCGAGATTATCGCCAA
TTAAATACCAGGATCTGCTTTCAGAGCCATGGTTCTAATTGGGACTCCCTGCGTTTCAAGCAGGAGGAAGAGGGTAG
CAATAACAGGTCCGTGATGTCCTTTAGATGCTCTGGGCTGCACGCGCGCTACAATGTTAGGATCAATGAGACTGCCG
AGCCGAAAGGTTTTAGCTACTCTCACAATACCTAACGTAGTTGGGATTGAGGATTGTAATCATTCTCATGAACCAGGA
ATCCCTTGTAAATGTGTGCCAACAGCGCACGTTGAATACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACC
GATTGGATGACTCGGTGAAATTATCGGAGTTTTTTTACAAAGGTAATTAAATCACGTTATCCAGAGGAAGGAGAAGT
CGTAACAAGGTATCGGTAGGTGAACCTGCAGAAGGATCAAAGGGCAATTCTGCAGATATCCATCACACTGGCGGCC
GCTCGAGCATGCATCTAGAGGGCCCAATCGCC



Multiple sequence alignment of the selected 18S sequences as shown below using
the EMBL-EBI search and sequence analysis tools APIs:

7. muris AY886846
Tritrichomonas XZH isolate

LD

=

i

CAGIARINICN
CAGIAAINICHA

Q0

T. musculis KX000921

T. muris AY886846
Tritrichomonas XZH isolate
T. musculis KX000921

WD

WD =

7. muris AY886846
Tritrichomonas XZH isolate
T. musculis KX000921

LoD

T. muris AY886846
Tritrichomonas XZH isolate
T. musculis KX000921

LN

7. muris AY886846
Tritrichomonas XZH isolate
T. musculis KX000921

[SVR R

T. muris AY886846
Tritrichomonas XZH isolate
T. musculis KX000921

WD =

T. muris AY886846
Tritrichomonas XZH isolate
T.musculis KX000921

LN

ClIGCGGIHAAINICC
CJIGCGGVAAINICC;
CLIGCGGHAAINIC

1T
1T
CACIYACGIN

CCC

T TT CACCAAIICGAINN j’l C
T {HIGACCC CACCAAIICGAIN) ﬁ C
T I UAGACCH CACACCAAIICGAI NN CGACC
T. muris AY886846 TCOTTeT.6TT iC CC Cl
Tritrichomonas XZH isolate JIGCIMNGIFACIMN T CC C
T. musculis KX000921 JIGCINIGIACIN Y C C C
HAC Cl CBCC T Ci
TT.( Cl CC; il Ci
IT.( Ci CC, T C
CAC! CHHCC Cl OTTT T
CAC! C{HACCCACIIC OTTTe T
CCAC T
1 IAAIIGAC
{IAANGAC C
AANGAC CCi

C

cce C6C
CCCICACBEET CAC
CHACCCLICACBBETY) AC

C CC CARIC CAGIIC CC
C CC T CAAINC CAG/IC CC
C C C

C CIICCCAIATIGINY
C CI\CCCAMAYNIGIM
CCCAITAINGIHN

18S sequence RAXxML phylogenetic reconstruction (bootstrap score is indicated,

branch length scale=0.01):
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Tritrichomonas nonconforma AY055803
Dientamoeba fragilis AY 730405

|L100
Dientamoeba fragilis JQ677148



ns

L

e ns '

| | J
50_ 1 *kk [

1L *k*k |l| *k%k ['] '

) " " nS
404 l l
304 § |

o
204
10-
0 i 1
x\ '\ x\
>
Nl & & &
S & ¢ A
S & &
5 & R
v R R
@ &
2 %@
N &
O (o)
N X

Figure S1. Neonatal mice are 7. mu-free. gPCR was performed to determine the
relative abundance of 7. mu. Total DNA was isolated from cecal content of the
indicated mice. Autoclaved water was used as protozoan-free control. Neonates were
born either of mothers without protozoan colonization (Parent-T. mu’) or of mothers
that orally administered with 7. mu (Parent-T. mu"). n=3-6 per group, ***, P<0.001;
ns, no statistical significance.
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Figure S2. B. adolescentis (ATCC 15703) inhibits 7. mu colonization in
inulin-enriched environment. WT B6 mice were treated similarly as depicted in
Figure 6A, except that B. longum JDM301 was replaced by B. adolescentis (ATCC
15703). The total number and concentration of 7 mu in the cecal content from the
mice fed either with ND, HFI, or HFI+B. adolescentis were monitored 7 days post 7.
mu administration. N=3-4/group. **, P<0.01; ***  P<(0.001.



