
Table S2: Strains used in this study 
 
Strain Genotypea Source/Referenceb 
Dh5a(lpir) F- hsdR17 deoR recA1 endA1 phoA supE44 thi-1 gyrA96 

relA1 Δ(lacZYA-argF)U169 ∅80dlacZΔM15 lpir 
 

Laboratory strain 

MG1655  rph1 lvG rfb-50 (1) 
   
TB28 MG1655 ΔlacIZYA::frt (2) 
   
TB10 MG1655 λΔcro-bio nad::Tn10 

 
(3) 

EMF25 
 

TB10 ∆yejM::kan + pEMF17 (lRed)/This study 

EMF27 TB28 ∆yejM::kan + pEMF17 P1(EMF25) X TB28 
+ pEMF17/This 
study 

   
EMF30  MG1655 ∆yejM::kan +pPR111 

 
P1(EMF25) X 
MG1655 + 
pPR111/This study 
 

JLB45 F- hsdR17 deoR recA1 endA1 phoA supE44 thi-1 gyrA96 
relA1 Δ(lacZYA-argF)U169 ∅80dlacZΔM15 lpir 
ΔlysAR<>tetAR-Psyn135::cI 
 

Derivative of strain 
from de Boer lab (4) 

EMF37 MG1655 ∆yejM::kan + pEMF20 
 

P1(EMF25) X 
MG1655 + 
pEMF10/This study 
 

EMF40 MG1655 ∆yejM::kan, amplification containing lpxC  
(yiaO-yjgX) 
 

This study 

EMF41 MG1655 ∆yejM::kan, lpxC(V37G), aspC(A371A) 
 

This study 

EMF42 MG1655 ∆yejM::kan 
has two amplified regions (ykfC-rrlE, hemG-yhcF), one of 
which contains lpxC 
 

This study 

EMF43 MG1655 ∆yejM::kan 
A -> T mutation upstream of gspH, amplification 
containing lpxC (hokE-yjgX) 
 

This study 

EMF44 MG1655 ∆yejM::kan 
has two amplified regions, (hokE-nmpC, ykfC-mokC) one 
of which contains lpxC 
 

This study 

EMF45 MG1655 ∆yejM::kan, lapB(H181R) 
 

This study 

EMF46 MG1655 ∆yejM::kan, C-> A point mutant upstream of 
lapAB operon 

This study 



 
EMF47 MG1655 ∆yejM::kan, lpxC(L114Q) 

 
This study 

EMF48 MG1655 ∆yejM::kan, lapA(36QSTOP) 
 

This study 

EMF49 MG1655 ∆yejM::kan, Amplification (yejO-yecF)  
 

This study 

EMF50 MG1655 ∆yejM::kan, Amplification (yejO-yecF)  
 

This study 

EMF51 MG1655 ∆yejM::kan, Amplification contains lpxC 
 

This study 

EMF68 TB10 ∆yejM(1-191)::kan + pEMF17 
 

(lRed)/This study 

EMF69 TB28 ∆yejM(1-191)::kan + pEMF17 
 

P1(EMF68) X TB28 
+ pEMF17/This 
study 

   
a The kanamycin resistance cassette (kan) is flanked by frt sequences for removal by FLP 
recombinase 
 
b Strains generate by P1 transduction are described as follows: P1(donor strain) X recipient 
strain (See Methods for details) 
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