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Supplementary Figure S1. GO classification of genes similar in F. hepatica and F. gigantica. 
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Supplementary Figure S2. Schematic pathway of glycolysis 1-3. 
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Supplementary Figure S3. Schematic pathway of TCA cycle 1-3. 
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Supplementary Figure S4. Schematic pathway of fatty acid biosynthesis 1-3. 
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Supplementary Figure S5. Schematic pathway of fatty acid degradation 1-3. 
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Note:  
The Supplementary Figure S2-S5 are taken from the KEGG website 
(https://www.genome.jp/kegg/) and are cited at places used, and reference are provided below: 
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