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Supplementary Figure 1. The Ahit expressions in cardiomyocytes and other cell types. NMCM: 

Neonatal Mouse Cardiomyocytes; CF: Cardiac fibroblasts; EC: Endothelial cells; MOVAS: Mouse 

aortic vascular smooth muscle cells (n=3, normalized with GAPDH). Data are shown as mean±SEM. 

 



 
 

Supplementary Figure 2. The expression of Ahit and Ahit-V in NRCMs with Ahit knockdown. 

NRCMs were transfected with siRNA targeting Ahit (siAhit) or scramble for 24 h, and analyzed by 

qRT-PCR (n =3, Student’s t-test). Data are shown as mean±SEM. 
  



 
 

 

 

Supplementary Figure 3. The effect of siAhit on cellular and molecular phenotype of NRCMs 

without hypertrophic stimulation. A-C. The mRNA expressions of hypertrophy marker genes 

ANP (A), BNP (B), and β-MHC (C) after Ahit knockdown (n=3/group). D. Cellular phenotype and 

fold-change of the cell surface area after Ahit knockdown. (4 slides/group with 10 fields/slide) 

Data are shown as mean±SEM. 

 

 

 

 

 



  

 
Supplementary Figure 4. The Ahit expression in AAV-shAhit and AAV-empty mouse heart after 

TAC. The result was detected with qRT-PCR in sham, TAC with AAV9-empty, and TAC with AAV9-

shAhit (n=3, **P < 0.01 versus the sham group, one-way ANOVA, Holm-Sidak test). Data are 

shown as mean±SEM. 
 
 
 



 
Supplementary Figure 5. Basic cardiac function and growth of mice injected with AAV9-empty 

and shAhit. A-D. Echocardiography analyses of cardiac function between the two groups. EF: Left 

ventricular ejection fraction; FS: Fractional shortening; LVIDd: Left ventricular internal dimension 

at end-diastole; LVIDs: Left ventricular internal dimension at end-systolic pressure (n=5/group). 

E and F. X-ray (E) and gross appearance (F) of the two groups of mice.  



 
 

Supplementary Figure 6. The expressions of the MEF2 family genes, MEF2A, MEF2B, MEF2C, 

and MEF2D, after Ahit knock-down in vitro and in vivo. A-D, qRT-PCR analysis of MEF2A (A), 

MEF2B (B), MEF2C (C), and MEF2D (D) expressions in the NMCMs transfected with Ahit or 

scramble siRNA (n=3, *P < 0.05; **P < 0.01 versus scramble, Student’s t-test). E-H, Cardiac in vivo 

expression of MEF2A (E), MEF2B (F), MEF2C (G), and MEF2D (H) in AAV9-shAhit infected mice 

detected by qRT-PCR (n=5, *P < 0.05; **P < 0.01 versus AAV9-empty, Student’s t-test). All data 

are shown as the mean±SEM.  

 
 
 
 
 
 
 
 
 
 
 



 
Supplementary Figure 7. Interaction between Ahit and other PRC2 components. A and C. Online 

prediction between Ahit and EED (A), Ahit and EZH2 (C) on catRAPID website. B and D. RNA 

immunoprecipitation (RIP) of EED and Ahit (B), EZH2 and Ahit (D) in NMCMs. Bars represent fold-

enrichment of Ahit immunoprecipitated by specific EED or EZH2 antibody or anti-IgG (n=4. *P < 

0.05 versus IgG, Student’s t-test). Data are shown as mean±SEM.  
 
 
 
 
 
 
 
 
 
 



 
Supplementary Figure 8. The evolutionary conservation of the MEF2A promoter regions 

between human and mouse. This result was blasted through NCBI 

(https://blast.ncbi.nlm.nih.gov/Blast.cgi). 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Supplementary Table 1. Patients’ conditions 

 
 
 
 
 
 
 
 
 



Supplementary Table 2. Primers list 

 
 
 
 
 
 
Supplementary Table 3. The top 20 up-regulated ncRNAs 

 
 
 
 
 
 
 



Supplementary Table 4. Online-predicted binding between Ahit and MEF2A   promoter on 

LongTarget website 
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