Figure S1 Bayesian and ML trees for 13 horizontally transferred genes (the highly
divergent ATPase gene is excluded) and 2 duplicated mitochondrial support genes.
Bayesian posterior probability and ML bootstrap value are shown for nodes with 250%
support. Genes from this study are shown in red. Gene expression values (FPKM) of
each tissue in ALF and GWSS are shown in colored boxes: GWSS-red bacteriome
(red), GWSS-yellow bacteriome (yellow), GWSS-body (black), ALF-Sulcia

bacteriocyte (purple), ALF-Nasuia bacteriocyte (green), and ALF-body (black).
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Macrosteles quadrilineatus_ GUF-1
XP_022186479.1 Nilaparvata lugens
99 XP_014286074.1_Halyomorpha halys
XP_014246053.1_Cimex lectularius
700 XP_015513299.1_Neodiprion lecontei
XP_012254953.1 Athalia rosae
XP_015188907.1_Polistes dominula
XP_015428390.1 Dufourea novaeangliae
93 99 5 XP_006613414.1_Apis dorsata
XP_017884531.1_Ceratina calcarata
74 XP_020284038.1_Pseudomyrmex gracilis
XP_012232046.1_Linepithema humile
100 S XP_011253950.2 Camponotus floridanus
100 XP_011146056.1_Harpegnathos saltator
XP_011350344.1_Ooceraea biroi
100 53 XP_011865158.1_Vollenhovia emeryi
XP_011704432.1_Wasmannia auropunctata
98 88 50 XP_011055407.1_Acromyrmex echinatior
— XP_012062342.1_Atta cephalotes
| 5 10 XP_018371367.1_Trachymyrmex cornetzi
XP_018403650.1_Cyphomyrmex costatus
&7 XP_011173386.1_Solenopsis invicta
XP_012528894.1 _Monomorium pharaonis
77 700 XP_008560287.1_Microplitis demolitor
XP_011300473.1_Fopius arisanus
XP_012279775.1_Orussus abietinus
700 XP_001602625.1_Nasonia vitripennis
52 XP_014229477.1_Trichogramma pretiosum
XP_015596783.1 Cephus cinctus
XP_001648056.1_Aedes aegypti
100 XP_017869949.1 Drosophila arizonae
100 700 XP_019893862.1_Musca domestica
57 XP_023296379.1 Lucilia cuprina
95 57 XP_017465820.1_Rhagoletis zephyria
XP_018803007.1_Bactrocera latifrons
XP_018573729.1_Anoplophora glabripennis
100 59 XP_017768053.1_Nicrophorus vespilloides
XP_022902526.1_Onthophagus taurus
XP_023015639.1_Leptinotarsa decemlineata
XP_019767222.1_Dendroctonus ponderosae
XP_019873012.1_Aethina tumida
XP_008192550.1_Tribolium castaneum
700 XP_023715235.1_Cryptotermes secundus
XP_021923513.1_Zootermopsis nevadensis
700 XP_006003469.1_Latimeria chalumnae

XP_019621437.1_Branchiostoma belcheri

0.2



TSFM-Bayes

0.99

0.6

XP_022189109.1_Nilaparvata lugens
XP_018898314.1_Bemisia tabaci
XP_014278959.1 _Halyomorpha halys
XP_014247880.1_Cimex lectularius
XP_008487941.1_Diaphorina citri

XP_015368808.1_Diuraphis noxia

OX}D 022177465.1_Myzus persicae
Xlg’_ 001949598.1_Acyrthosiphon pisum

0.59

0.5

XP_011505574.1 Ceratosolen solmsi marchali
XP_014229177.1_Trichogramma pretiosum
XP_014204136.1_Copidosoma floridanum

XP_008211425.1_Nasonia vitripennis

XP_015610522.1 Cephus cinctus
—— XP_015126015.1_Diachasma alloeum

0.81

1 1

0.64

XP_011298076.1_Fopius arisanus
XP_012285738.1_Orussus abietinus
XP_014467794.1_Dinoponera quadriceps

0.96

0.93

1 XP_011352415.1_Ooceraea biroi
99 XP_011877767.1_Vollenhovia emeryi
1 07 5 g_m8361426.1_Trachymyrmex cornetzi

(@)

012058500.1_Atta cephalotes
L% - 011059824.1_Acromyrmex echinatior
XP_003699964.1 Megachile rotundata

XP_017878406.1 Ceratina calcarata
0.64 XP_017792825.1 _Habropoda laboriosa

——— XP_006566401.1_Apis mellifera
[ 0.89

XP_021921981.1_Zootermopsis nevadensis

0.9

0.99

XP_013168347.1_Papilio xuthus

0.76

XP_022919011.1_Onthophagus taurus

0.5

0.99

0.9

XP_974752.2 Tribolium castaneum

0.6

0.58

0.99

XP_001655529.2 Aedes aegypti

1

0.88
1

—0.9 XP_017761930.1_Eufriesea mexicana

XP_012237568.1_Bombus impatiens
KOX76419.1 _Melipona quadrifasciata

XP_019875063.1_Aethina tumida
XP_023012075.1_Leptinotarsa decemlineata
XP_018574167.1_Anoplophora glabripennis
XP_018329208.1_Agrilus planipennis
XP_017769740.1_Nicrophorus vespilloides

9 XP_011183518.1_Zeugodacus cucurbitae
XP_004533291.1_Ceratitis capitata

—— XP_013099306.1_Stomoxys calcitrans

0.99—— XP_005179740.1_Musca domestica

— KNC27088.1_Lucilia cuprina

Macrosteles quadrilineatus_TSFM-2 [508] 76 [ 50 ]

Homalodisca vitripennis_TSFM 165[23]12]

XP_013988224.1_Salmo salar

XP_013864577.1_Austrofundulus limnaeus

0.4

XP_017063911.1_Drosophila eugracilis
XP_017494779.1_Rhagoletis zephyria
1 021 xp 014096796.1 Bactrocera oleae

Macrosteles quadrilineatus TSFM-1[85 [1820[0.6]




TSFM-ML
Model: JTT+I+G+F

XP_022189109.1_Nilaparvata lugens

100

Homalodisca vitripennis TSFM

100

100 82 Macrosteles quadrilineatus TSFM-2
Macrosteles quadrilineatus TSFM-1
97 XP_014278959.1 Halyomorpha halys
XP_014247880.1_Cimex lectularius
XP_018898314.1 Bemisia tabaci
XP_003699964.1 Megachile rotundata
100 — XP_017878406.1_Ceratina calcarata
6 XP_017792825.1 _Habropoda laboriosa
78 XP_006566401.1_Apis mellifera
92 XP_017761930.1_Eufriesea mexicana
29 )l =7 XP_012237568.1_Bombus impatiens
| KOX76419.1_Melipona quadrifasciata
XP_011352415.1_Ooceraea biroi
9 XP_011059824.1_Acromyrmex echinatior
50 |_|Z_g XP_012058500.1_Atta cephalotes
100 54 XP_018361426.1_Trachymyrmex cornetzi
XP_011877767.1_Vollenhovia emeryi
XP_014467794.1 _Dinoponera quadriceps
XP_012285738.1_Orussus abietinus
56 700 XP_015126015.1_Diachasma alloeum
| XP_011298076.1 Fopius arisanus
99 XP_015610522.1_Cephus cinctus
XP_011505574.1_ Ceratosolen solmsi marchali
76 XP_008211425.1_Nasonia vitripennis
20 51 =2 XP_014229177.1_Trichogramma pretiosum
XP_014204136.1_Copidosoma floridanum
XP_021921981.1_Zootermopsis nevadensis
XP_013168347.1_Papilio xuthus
66 3 XP_018329208.1_Agrilus planipennis
XP_017769740.1_Nicrophorus vespilloides
94 94 XP_022919011.1_Onthophagus taurus
XP_019875063.1_Aethina tumida
XP_974752.2_Tribolium castaneum
85 39 XP_023012075.1_Leptinotarsa decemlineata
XP_018574167.1_Anoplophora glabripennis
XP_001655529.2 Aedes aegypti
99 XP_017063911.1_Drosophila eugracilis
— XP_004533291.1_Ceratitis capitata
100 89 —97XP_014096796.1_Bactrocera oleae
15— XP_011183518.1_Zeugodacus cucurbitae
53 — XP_017494779.1_Rhagoletis zephyria
— KNC27088.1_Lucilia cuprina
76 o3 XP_013099306.1_Stomoxys calcitrans

L—— XP_005179740.1_Musca domestica

XP_008487941.1_Diaphorina citri

r XP_015368808.1 Diuraphis noxia

XP_013988224.1 _Salmo salar

XP_013864577.1_Austrofundulus limnaeus

0.3

Lﬁ%@_om949598.1_Acyrthosiphon pisum
P_022177465.1_Myzus persicae





