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SUPPLEMENTARY FIGURE LEGENDS 
 

Supplementary Figure S1. RT-qPCR validation of differentially expressed genes. Log2 

fold expression values of (a) seven Vitis vinifera and (b) four Nicotiana benthamiana RNA-

seq-selected genes. 

 

 

Supplementary Table S1. Summary of differentially expressed genes 
 
 

 

Supplementary Table S2. Summary of transcript accumulation 
 
 

 

Supplementary Table S3. Summary of shared differentially expressed genes found in more 

than one expression category to be up, down, or stably expressed. 

 

 

Supplementary Table S4. Real-time polymerase chain reaction primers and gene targets. 
 
 

 

Supplementary Table S5. Summary of viruses and viroids present in plant samples.



Supplementary Figure S1





 


