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PACVr: Plastome Assembly Coverage Visualization in R
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Fig. S1 Visualizations of coverage depth of the plastid genome of Archidasyphyllum excelsum (Gen-
Bank accession MH899017) as generated by (a) FastPlast, (b) IOGA, and (c) Circleator. For easier
viewing, the size of the individual data points was reduced in the visualization of FastPlast, and the
tick mark at 160 kb was removed in the visualization of Circleator.
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Fig. S2 Visualization of coverage depth and IR equality of the plastid genome of Archidasyphyllum
excelsum (GenBank accession MH899017) as generated via PACVr.
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