(@)

[FU]

300 4

250 +

200 4

150

100 5

N
Jn
3|5 I 1:10 zllll) 3:30 4Em I 6:)0 I mltloI I lulssn [bp]
From [bp]/ | To[bp] | Corr. Area | % of Total
340 440 1408.8 19

(b)

L1 12 L3 L4

10380 . — — —

T000

2000

1000
700

600
500

400

I .
200 ——

300
150

100

33

Figure S1. Size selection of target region from a whole library. (a) Size distribution of a library analyzed by Agilent
2100 Bioanalyzer where the blue line delimited the range of the region to be size selected for sequencing. The table
below the figure showed the range of target region and its proportion to the whole library. (b) Gel image of target region
selection using Pippin HT instrument. L1, DNA ladder; L2, The library before size selection; L3, The remaining

fragment after target region selection; L4, fragment of selected target region.



