Clinical and Experimental Otorhinolaryngology

MLPA Analysis Report -

Software: GeneMarker V1.91 | Analysis Type: MLPA

Project: Untitied Compare Type: MLPA Ratio

Technician: Normalization By: Internal Control Probe Normalization

Report Time: 07/04/2018 - 09:22:05

Quantification By: Peak Height

Panel: P4G1-A1_DES

Classification: Loss < 0.70 <= Equivalent <= 1.30 < Gain
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Sample Name: $B237-461
Machine: Macrogen3730XL18-20143-018
Run Time: 06/06/2018 - 03:23:50 -> 06/06/2018 - 04:07:19

Statistics # Probes Mean StdDev
Contro¥Sample 12730 1.01/1.00  0.130.33
Conclusion

Date Initial
Authorization 1
Authorization 2

Supplementary Fig. 2. Multiplex ligation dependent probe amplification assay (MLPA) screening to identify STRC variants and large deletion in

the STRC gene.
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