HLH S2-S3 linker SF/p-Helix S6/TD-helix

Mammals/Sauropsids

Amphibians/Fish

TRPV1-4 (human)

PRI - HIHA
QFv-Rk

- HILQREFS--GLSHLSR
----YILSREIKEKRLRSLSR|S

NGPPLSFMVLAYILQREIQEPECRHLSR|%

[T HITRREVTDEDTRHLSRI™

7777777777777777777 KDNKDC----------SSYGS |2
NDSLPS-------mmmmmm ESTSHRWRGPACRPPDSSYNS [&
NMKVCN=- === =--==-=--~ EDQTNCT--VPTYPSCRDSET

N- -
S. -
R--
K- -
E

Supplementary figure 1. Amino acid sequence alignment of TRPV5 and TRPV6 channels. Human TRPV1-4
were used as outgroups. Species and genes are denoted to the left and amino acid numbers in the aligment
at top. Insets show insertions introduced by TRPV1-4 sequences in the alignment. Relevant channel domains
are highlighted on top:

ARD: Ankyrin Repeat Domain

HLH: Helix-Loop-Helix Domain

S2-S3 linker: Intracellular loop between transmembrane segments 2 and 3.

SF/p-Helix: Selectivity Filter & pore Helix

S6/TDhelix: Transmembrane Segment6 & TRP Domain Helix.



