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Supplemental Figure 4

Reclustering analysis of the original proliferating cell cluster (cluster 15) only. (A) t-SNE plot of
reclustering only the proliferating cells, identified by cell type. (B) Feature plots of genes
demonstrating cluster of myofibroblast proliferating cells. (C) Expression of selected cell type
specific genes identifying the proliferating cell populations by clusters in Figure A. Y-axis
numbers correspond to the clusters in Figure A. Dot size corresponds to the percentage of cells in
each cluster expressing the gene, and dot color corresponds to the average expression level for

the gene in the cluster.



