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Supplementary Figure 1. 
Response of seed yield and seed yield components of W82 and b10H to their corresponding 
environmental indexes
Comparison between the transgenic cv. b10H and the parental cv. W82 for seed yield (A), seed number (B), 
and individual seed weight (C) across all evaluated environments (Supplementary Table 1). The mean value 
of each environment corresponds to the average of all tested genotypes and for each trait is described as 
an environmental index (EI) . Fitted models in (A) differed at P<0.05 and indicated that b10H will outyield
W82 across all environments with seed yield lower than 4898 kg ha-1, a threshold never met in current 
research. No cross-over interaction was detected for models fitted to seed numbers (B) and seed weight 
(C). Ordinates of models fitted in (B) and (C) differed at P<0.0001.
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Supplementary Figure 2. 
Biological replicates of histological stem cuts of W82 and b10H transgenic plants grown in the 
greenhouse (replicates of images shown in Figure 4C-F).
Stems of V5 plants in well-watered (WW) and water-deficit (WD) plants of TG b10H and WT W82. 
Internodes (epicotyls, 1st, 2nd and 3rd) slices stained with safranine-fast green (left images) and the same 
slices with highlighted xylem area (right panel). Bar length = 1 mm.





Supplementary Figure 3. 
Biological replicates of histological stem cuts of W82 and b10H plants grown in the field at the IAL site 
(2017-2018; replicates of images shown in Figure 6C-D).
Stem (V2 hypocotyls and epicotyls) slices stained with safranine-fast green (left images) and the same 
slices with highlighted xylem area (right panel). b10H are transgenic plants and W82 are wild type 
controls. Bar length = 0.5 mm.



Supplementary Table 1. Description of experiments.
Data correspond to weather coditions experienced during the whole cycle by field-grown soybean crops in 
27 experiments performed across 6 years and 14 sites of Argentina. Sites are indicated in the map of Fig. 
2A. Different water regimes (IR: irrigated; R: rainfed; WD: water deficit with rain-out shelters), sowing dates 
(ES: early sowing; DS: delayed sowing), and phosphorus fertilizer rates (MAP: monoammonium phosphate, 
in kg ha-1) were included in the network. Groups refer to the scope of differente experiments (G1 for event
selection, G2 for genotype × environment evaluation and G3 for physiological analysis). Within each
column, the color scale goes from dark green for the smallest value to dark red for the largest value, except
for Rain+IR (opposite scale). ID: identification; SRc: cumulative incident solar radiation; Tmax: mean daily
maximum temperature; Tmin: mean daily minimum temperature; Tmean: mean daily mean temperature; 
PET: potential evapotranspiration; Rain+IR: rainfall+irrigation; WB: water balance (WB= Rain+IR-PET)); RWB: 
relative water balance (RWB= Rain+IR−PET

PET ).


