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CHH methylation clustering

8000 10000
| J

6000
|

Height

|
|
)

2000
|

0
[

SN VENAND A SN S

” ’

@‘f ~»QG_-. (QG, ’QG’ sx%' é‘\‘v Q’ ﬁ\, @f Q,' &

Samples
Distance method: "euclidean'; Clustering method: "ward"

Supplementary Figure 1 Hierarchical clustering of 16 samples in CpG, CHG and CHH contexts



