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Figure S2. Phylogeny of sampled birds on ALVE 
genotype. Branches have been coloured by 
country to match Figure2: Ethiopia in black, Iraq in 
red, Nigeria in blue. Individual samples are 
labelled with regional codes as detailed in AF1 
and the individual sequencing ID. Nigerian 
samples do not cluster by regional geography, but 
many Ethiopian samples do. The Iraqi samples 
cluster within the Ethiopian clade, as suggested 
by Figure 2. Dendrogram constructed with 
average linkage using the Jaccard distance 
metric.
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