
Supplemental Figure 1 

MyoD-iCre;ROSA-YFP ROSA-YFP 

anti-dystrophin anti-GFP DAPI Merge 

anti-ChAT anti-GFP DAPI Merge 

Sk
el

et
al

 m
u

sc
le

 
Sp

in
al

 c
o

rd
 

B
ra

in
 

Li
ve

r 

B 

A 



<
4
9

5
0
-9

9

1
0
0
-2

9
9

3
0
0
-4

9
9

5
0
0
-6

9
9

7
0
0
-8

9
9

9
0
0
-1

0
9
9

1
1
0
0
-1

2
9
9

1
3
0
0
-1

4
9
9

1
5
0
0
-1

6
9
9

1
7
0
0
-1

8
9
9

1
9
0
0
-2

0
9
9

2
1
0
0
-2

2
9
9

2
3
0
0
-2

4
9
9

>
2
5
0
0

0

1 0

2 0

3 0

4 0

A re a  (m
2
)

F
re

q
u

e
n

c
y

 d
is

tr
ib

u
ti

o
n

 (
%

 f
ib

e
rs

)

0
-4

9

5
0
-9

9

1
0
0
-1

9
9

2
0
0
-3

9
9

4
0
0
-5

9
9

6
0
0
-7

9
9

8
0
0
-9

9
9

1
0
0
0
-1

1
9
9

1
2
0
0
-1

3
9
9

1
4
0
0
-1

5
9
9

1
6
0
0
-1

7
9
9

1
8
0
0
-1

9
9
9

2
0
0
0
-2

1
9
9

0

1 0

2 0

3 0

A re a  (m
2
)

F
re

q
u

e
n

c
y

 d
is

tr
ib

u
ti

o
n

 (
%

 f
ib

e
rs

)

0
-9

9

1
0
0
-2

9
9

3
0
0
-4

9
9

5
0
0
-6

9
9

7
0
0
-8

9
9

9
0
0
-1

0
9
9

1
1
0
0
-1

2
9
9

0

2 0

4 0

6 0

A re a  (m
2
)

F
re

q
u

e
n

c
y

 d
is

tr
ib

u
ti

o
n

 (
%

 f
ib

e
rs

)

MyoD-iCre;SMN2+/-;SmnF7/- 

SMN2+/-;SmnF7/- 

MyoD-iCre;SMN2+/-;SmnF7/- 

SMN2+/-;SmnF7/- 

MyoD-iCre;SMN2+/-;SmnF7/- 

SMN2+/-;SmnF7/- 

Control (SMN2+/-;SmnF7/-) Mutant (MyoD-iCre;SMN2+/-;SmnF7/-) 

N.S. 

N.S. 

MyoD-iCre;SMN2+/-;SmnF7/- 

SMN2+/-;SmnF7/- 

A B C 

D 
E 

F 

Supplemental Figure 2 

Gastrocnemius Triceps Intercostal 

G H 

I 
LV 

LV 

RV RV 

IVS IVS 

Control (SMN2+/-;SmnF7/-) Mutant (MyoD-iCre;SMN2+/-;SmnF7/-) 

MyoD-iCre;SMN2+/-;SmnF7/- 

SMN2+/-;SmnF7/- 

N.S. 

N.S. 

0 .0

0 .5

1 .0

1 .5

2 .0

2 .5

C
e

n
tr

a
li
z

e
d

 n
u

c
le

i 
(%

)

2 5 0

3 0 0

3 5 0

4 0 0

4 5 0

5 0 0

M
e

a
n

 f
ib

e
r 

n
u

m
b

e
r/

s
a

m
p

le

7 0

8 0

9 0

1 0 0

1 1 0

1 2 0

N
o

rm
a

li
z

e
d

 c
a

rd
io

m
y

c
te

 a
re

a

(


m
2
)

3 5

4 0

4 5

5 0

5 5

6 0

N
o

rm
a

li
z

e
d

 L
V

 w
a

ll
 t

h
ic

k
n

e
s

s


m

)



Supplemental Figure 3 
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Supplemental Figure 4 
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Supplemental Figure 5 
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Supplemental Figure 6 
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Supplemental Figure 8 

Gastrocnemius Triceps Intercostal 
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Supplemental Figure 9 
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Supplemental Figure 10 
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