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Supplemental Figure 3 
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Supplemental Figure 4 
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Supplemental Figure 5 

MyoD-iCre;SMN2+/+;SmnF7/- 

“D7” SMA mutant 

MyoD-iCre;SMN2+/-;SmnF7/- 

“D7” SMA control 

N.S. N.S. N.S. N.S. 
N.S. N.S. 

MyHC3 (embryonic) MyHC8 (neonatal) MyHC7 (type I) MyHC2 (type IIa) MyHC4 (type IIb) MyHC1 (type IIx) 

A B C D E F 

0

2

4

6

8

R
e

la
ti

v
e

 R
N

A
 e

x
p

re
s

s
io

n

0 .0

0 .5

1 .0

1 .5

2 .0

R
e

la
ti

v
e

 R
N

A
 e

x
p

re
s

s
io

n

0 .0

0 .5

1 .0

1 .5

2 .0

R
e

la
ti

v
e

 R
N

A
 e

x
p

re
s

s
io

n

0 .0

0 .5

1 .0

1 .5

R
e

la
ti

v
e

 R
N

A
 e

x
p

re
s

s
io

n

0 .0

0 .5

1 .0

1 .5

R
e

la
ti

v
e

 R
N

A
 e

x
p

re
s

s
io

n

0 .0

0 .5

1 .0

1 .5

2 .0

R
e

la
ti

v
e

 R
N

A
 e

x
p

re
s

s
io

n

MyoD-iCre;SMN2+/+;SmnF7/- 

“D7” SMA mutant 

MyoD-iCre;SMN2+/-;SmnF7/- 

“D7” SMA Ctrl 

MyoD-iCre;SMN2+/+;SmnF7/+ Ctrl 

SMN 

β-tubulin 

MyoD 

Myf6 (MRF4) 

β-tubulin 

Myogenin 

GAPDH 

Pax7 

G 
N.S. N.S. 

N.S. 

H I 

J K 

*** 
*** 

* 
N.S. 

L 

SMN 

β-tubulin 

MyoD 

Myf6 (MRF4) 

β-tubulin 

Myogenin 

GAPDH 

Pax7 

N.S. 
N.S. 

N.S. 
N.S. 

MyoD-iCre;SMN2+/+;SmnF7/- 

MyoD-iCre;SMN2+/-;SmnF7/- 

SMN2+/+;SmnF7/- Ctrl 

MyoD-iCre;SMN2+/+;SmnF7/+ Ctrl 
M N O 

P Q 

PND7 

PND14 

0

2

4

6
R

e
la

ti
v

e
 p

ro
te

in
 e

x
p

re
s

s
io

n

P
a

x
7

/G
A

P
D

H

0 .0

0 .5

1 .0

1 .5

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(M
y

f6
/ 

-t
u

b
u

li
n

)

N.S. 

0

1

2

3

4

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(M
y

o
g

e
n

in
/ 

-t
u

b
u

li
n

)

0 .0

0 .5

1 .0

1 .5

2 .0

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(S
M

N
/ 

-t
u

b
u

li
n

)

0 .0

0 .5

1 .0

1 .5

2 .0

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

P
a

x
7

/G
A

P
D

H

0 .0

0 .5

1 .0

1 .5

2 .0

2 .5

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(M
y

o
D

/ 
-t

u
b

u
li

n
)

0

1

2

3

4

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(M
y

f6
/ 

-t
u

b
u

li
n

)

0

1

2

3

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(M
y

o
g

e
n

in
/ 

-t
u

b
u

li
n

)

β-tubulin 

0

1

2

3

4

R
e

la
ti

v
e

 p
ro

te
in

 e
x

p
re

s
s

io
n

(M
y

o
D

/ 
-t

u
b

u
li

n
)



Supplemental Figure 6 
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Supplemental Figure 8 

Gastrocnemius Triceps Intercostal 
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Supplemental Figure 9 
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Supplemental Figure 10 
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