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Supplementary Figure 4. The eQTL analyses results of four independent SNPs and the haplotype
of CDH13 Abbreviations: eQTL, expression quantitative trait loci analysis. The eQTL for (A) CDH13
rs35859010,(B) CDH13 rs1833970, (C) CDH13 rs254315, (D) CDH13 358 and (E) CDH13 haplotype

in additive, dominant and recessive model in 373 Europeans from the 1000 Genomes Project.



