Supplementary Figure 3
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RANK IN GENE SET GENE OVERALL RANK RANK IN GENE SET GENE OVERALL RANK
1 BDH2 166 1 RPL34 30
2 COX7C 224 2 HNRNPA3 221
3 PHB2 260 3 PHB2 260
4 NDUFS4 333 4 RPL6 270
5 NDUFC1 350 5 RPL22 274
6 LDHB 351 6 RPS3 330
7 TIMM9 352 7 RPS6 377
8 NDUFB8 409 8 HDDC2 395
9 UQCRH 412 9 U2AF1 432

10 OAT 423 10 SNRPD2 494




