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S2 Figure. Principal component analysis (PCA) and hierarchical 
clus-tering heatmap of miRNA expression in tissues of Burkitt 
lymphoma and Diffuse large B-cell lymphoma patients (GSE22420) 
shows that PCA of miRNA expression data in disease-associated 
tissues (if avail-able from patient populations) can also facilitate 
identification of the patient cohort despite the complexity of the 
miRNA dataset which is reflected in the hierarchical clustering 
heatmap.




