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S4 Fig. Effect of tumor stages on the total number of gene deregulations in both ADC (a) and SQCC patients (b). Effect of tumor
stages on down/up ratios in both ADC (c) and SQCC patients (d). Significance was assessed via one-way ANOVA with Tukey’s
multiple comparison post hoc test, considering the stage as an independent factor, with 5 different levels (stage ia, stage ib, stage
ii, stage iii and stage iv). LUAD gene deregulation: Df = 4, F-statistic = 5.18, p-value = 0.0004. LUAD deregulation ratio: Df = 4,
F-statistic = 0.99, p-value = 0.4128. LUSC gene deregulation: Df = 4, F-statistic = 3.00, p-value = 0.0182. LUAD deregulation ratio:
Df = 4, F-statistic = 1.59, p-value = 0.1767. Dashed red lines represent 1st quartile, median and 3rd quartile of the distributions.



