Supplementary Table S1. Placental Histopathological Findings in Preeclampsia and Intrauterine
Growth Restriction.

p
Placental IUGR PE PE-IUGR PE vs.
Histopathology Y%n/n Y%n/n Y%n/n IU(;I; vs. ;’Iécl;ﬁ(‘;’:{ PE-
] IUGR
Distal villous 40
hypoplasia (4/10) 75 (6/8) 100 (3/3) 0.5271 0.7055 0.3173
Placental 80
1 1 1 1317 1317
infarction (8/10) 00 (8/8) 00 (3/3) 0.13 0.13
Villous 50
hypermaturation (5/10) 87.5(7/8) 100 (3/3) 0.5637 0.4795 0.2059
patterns
Syncytial knots ( 0/01 0) 25 (2/8) 66.7 (%5) 0.1573 0.1573 1
Massive 30
perivillous fibrin (3/10) 25 (2/8) 0(0/3) 0.6547 0.08326 0.1573
deposition

Supplementary Table S2. List of significantly differentially expressed genes by contrast.

Transcript_Ty

Gene logFC P.Value adj.P.Val Contrasts pe
IGFBP1 6.0 8.25E-06 0.08 PS-CTRL mRNA
EGFR-AS1 3.7 1.23E-05 0.08 PS-CTRL Inc-RNA
Cllorf86 2.8 3.24E-05 0.09 PS-CTRL mRNA
STAR 3.6 4.82E-05 0.09 PS-CTRL mRNA
ITGAD 1.6 4.94E-05 0.09 PS-CTRL mRNA
FGG 4.8 5.21E-05 0.09 PS-CTRL mRNA
PBX4 2.3 6.71E-05 0.09 PS-CTRL mRNA
SOAT2 2.3 6.74E-05 0.09 PS-CTRL mRNA
ZNF683 2.9 7.43E-05 0.09 PS-CTRL mRNA
LRRC15 3.8 7.81E-05 0.09 PS-CTRL mRNA
OLAH 2.6 8.07E-05 0.09 PS-CTRL mRNA
CATSPER1 24 8.56E-05 0.09 PS-CTRL mRNA
TWIST?2 1.8 9.38E-05 0.09 PS-CTRL mRNA
TMEM132C 22 9.76E-05 0.09 PS-CTRL mRNA
FL]31356 2.0 8.39E-05 0.09 PS-CTRL Inc-RNA
Inc-TCL1B-1 2.2 0.000148222 0.09 PS-CTRL Inc-RNA
Inc-MRPS5-1 2.2 0.0001535 0.09 PS-CTRL Inc-RNA
GNB5 1.6 0.000116919 0.09 PS-CTRL mRNA
GNGT1 2.2 0.000119 0.09 PS-CTRL mRNA
GNG4 25 0.000131396 0.09 PS-CTRL mRNA
Inc-PPM1D-1 -1.6 0.000170353 0.09 PS-CTRL Inc-RNA
PRL 4.3 0.000164144 0.09 PS-CTRL mRNA

TRIM64 3.6 0.000169078 0.09 PS-CTRL mRNA
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LOC729680 1.6 0.003189533 0.10 IUGR-CTRL other
ADAMTS?2 1.1 0.003198315 0.10 IUGR-CTRL mRNA
SST 1.7 0.003217733 0.10 IUGR-CTRL mRNA
DEPTOR 1.1 0.003218237 0.10 IUGR-CTRL mRNA
RAB27B 1.1 0.003232296 0.10 IUGR-CTRL mRNA
FRA10AC1 1.0 0.003241445 0.10 IUGR-CTRL mRNA
Inc—C220rf26—4 -1.5 0.003245601 0.10 IUGR-CTRL Inc-RNA
Inc-CACNB3-1 -1.4 0.003248979 0.10 IUGR-CTRL Inc-RNA
TREM?2 1.3 0.003249867 0.10 IUGR-CTRL mRNA
FXYD3 -1.1 0.003251272 0.10 IUGR-CTRL mRNA
T_:FAM27D1' -1.1 0.003281659 0.10 IUGR-CTRL Inc-RNA
LOC100505938 -1.4 0.003284798 0.10 IUGR-CTRL Inc-RNA
SRD5A1 1.2 0.00331183 0.10 IUGR-CTRL mRNA
CIQTNF9B 1.3 0.003333059 0.10 IUGR-CTRL mRNA
Inc—EIF3M-2 1.4 0.003340305 0.10 IUGR-CTRL Inc-RNA
Inc-VCX-2 -1.3 0.003352679 0.10 IUGR-CTRL Inc-RNA
VSTM2L 1.9 0.003377065 0.10 IUGR-CTRL mRNA
PSPHP1 6.1 7.01E-06 0.10 P.RES-PS mRNA
PSPHP1 7.4 1.21E-07 0.00 IUGR-PS mRNA
PSPH 2.3 2.26E-06 0.02 IUGR-PS mRNA
Supplementary Table S3. TagMan Probe Sets Used in the RT-qPCR experiments.
Gene Gene Name Tagman Assay
IGFBP1 Insulin Like Growth Factor Binding Protein 1 Hs00236877_m1
FGG Fibrinogen Gamma Chain Hs00241037_m1
FBXO2 F-Box Protein 2 Hs00201792_m1
EGFR-AS1 non-coding RNA- Hs04332527_m1
CPEB1 Cytoplasmic Polyadenylation Element Binding Protein 1 Hs00952081_m1
CHST2 Carbohydrate Sulfotransferase 2 Hs00358839_g1
CD40LG CD40 Ligand Hs00163934_m1
CATSPER1 Cation Channel Sperm Associated 1 Hs00364950_m1
CABYR Calcium Binding Tyrosine Phosphorylation Regulated Hs00971710_g1
STAR Steroidogenic Acute Regulatory Protein Hs00986559_g1
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Supplementary Figure S1. Expression profiles of the selected differentially expressed genes from the
RT-qPCR assays Boxplots are based on the 2-22Ct values across all studied groups representing
normal pregnancies (NP; n = 11), Intrauterine Growth Restriction (IUGR; n =12), PE (Preeclampsia; n
= 11) and PE-IUGR (Preeclampsia and Intrauterine Growth Restriction; n = 11). CATSPER: Cation
Channel Sperm Associated 1, CABYR: Calcium Binding Tyrosine Phosphorylation Regulated),
CPEB1: Cytoplasmic Polyadenylation Element Binding Protein 1,CD40L CD40 ligand, CHST?2:
Carbohydrate Sulfotransferase 2, FBX02: F-Box Protein 2, EGFR-AS1: EGFR Antisense RNA 1, FGG:
Fibrinogen Gamma Chain, STAR: Fibrinogen Gamma Chain, IGFBP1: Insulin Like Growth Factor
Binding Protein 1.
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