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Figure S1: Characterization of SIRT1, SIRT2, SIRT3, SIRT4 and SIRT5 (a), and SIRT6 and SIRT7 (b) in 

the TCGA bladder cancer cohort by quantitative RT-PCR. * p < 0.05, **** p < 0.0001 and ns—non 

significant. UCC—urothelial cell carcinoma, NB—normal bladder mucosae. 



 

Figure S2: Characterization of Sirtuin family (SIRT1 to SIRT7) gene expression in bladder cancer 

tissues (a) and TCGA cohort (b) categorized by clinical grade. ** p < 0.01, *** p < 0.001, **** p < 0.0001 

and ns – non significant. PLG – papillary low-grade, PHG – papillary high-grade, IHG – invasive 

high-grade. 

 

Figure S3: Immunohistochemistry representative images for SIRT7 immunoexpression in normal 

urothelium and bladder urothelial carcinoma tissue sections. 



 

Figure S4. Immunofluorescence representative images for SIRT7 immunoexpression in MGHU3, 5637 

and J82 bladder cancer cell lines (100× magnification). 



 

Figure S5: Immunofluorescence representative images for E-Cadherin and N-Cadherin immunoexpression in sh-CTRL and sh-SIRT7 MGHU3, 5637 and J82 bladder 

cancer cell lines (100× magnification). 



 

Figure S6. Characterization of CDH1 gene expression in the bladder cancer and normal mucosae 

tissue samples (a), and in non-muscle invasive and muscle-invasive bladder cancer cases (b), by 

quantitative RT-PCR. Characterization of CDH2 gene expression in the bladder cancer and normal 

mucosae tissue samples (c), and in non-muscle invasive (NMIBC) and muscle-invasive bladder cancer 

(MIBC) cases (d), by quantitative RT-PCR. * p < 0.05, ** p < 0.01 and **** p < 0.0001. 



 

Figure S7. Heat map showing SIRT7 and EZH2 expression in muscle invasive bladder cancer (MIBC) 

cases (n = 26). Relative expression levels are depicted in colours from dark blue (lower expression), to 

dark yellow (higher expression) as shown in the colour bar bellow the graphic. 

  



Table S1. Reference of TaqMan gene expression assays for studied genes. 

Gene Reference ID 

HPRT1 Hs01003267_m1 

NCAD Hs00354986_m1 

SDHA Hs00417200_m1 

SIRT1 Hs01009005_m1 

SIRT2 Hs00247263_m1 

SIRT3 Hs00202030_m1 

SIRT4 Hs00202033_m1 

SIRT5 Hs00978335_m1 

SIRT6 Hs00213036_m1 

SIRT7 Hs01034735_m1 

Table S2. Primer sequences used in RT-PCR for studied genes. 

Gene Forward sequence (5’-3’) Reverse sequence (5’-3’) Annealing T. (ºC) 

BGUS CTCATTTGGAATTTTGCCGATT CCGAGTGAAGATCCCCTTTTTA 60 

ECAD CTTTGACGCCGAGAGCTACA AAATTCACTCTGCCCAGGACG 64 

EZH2 CCCTGACCTCTGTCTTACTTGTGGA ACGTCAGATGGTGCCAGCAATA 60 

 

  



 

 

 



 

 

 

 

 

 



 

 

 

 



 

 

 



 

 

 

 



 

 

 



 

 

Figure S8. Detailed Information about Western Blot Figures 3, 4E and 5F. 
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