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Fig. S2 The effect of perfusion or no perfusion on the expression of inflammasome
complexes and the levels of IL-1p and CXCLI1. (A) Representative immunoreactive
bands and statistical results show that Nlrpla shRNA treatment significantly inhibited
CUMS-induced increase in the protein expression of hippocampal ASC in perfusion
(Per) brain and no perfusion (NP) brain. (B) Statistical results show that Nlrpla shRNA
treatment significantly inhibited CRS-induced increase in the mRNA levels of
hippocampal ASC in perfusion (Per) brain and no perfusion (NP) brain. (C) Statistical
results show that Nlrpla shRNA treatment significantly inhibited RSD-induced
increase in the levels of hippocampal IL-1p in perfusion (Per) brain and no perfusion
(NP) brain. (D) Statistical results show that Nlrpla shRNA treatment significantly
inhibited CSDS-induced increase in the mRNA levels of hippocampal CXCLI1 in
perfusion (Per) brain and no perfusion (NP) brain. Although the mean value of the data
in no perfusion groups seem to be higher than that in perfusion groups, the results of
statistical analyze showed that there is no significant difference between perfusion brain

and no perfusion brain. Data are expressed as means = SEM, n=6, statistical analyze



was performed by using two-away ANOVA with Bonferroni post hoc test. “"P<0.01 vs
control, ¥ P<0.01 vs CUMS, CRS, RSD or CSDS.



