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Table S1. Primer sequences used in the study  

Target gene Direction Sequence (5’ to 3’) Reference 

IncA/C2 F GAGAACCAAAGACAAAGACCTGGA 1 

 R ACGACAAACCTGGATTGCTTCCTT 1 

IncFIA F CCATGCTGGTTCTAGAGAAGGTG 1 

 R GTATATCCTTACTGGCTTCCGCAG 1 

blaNDM-1 F CAGCAAATGGAAACTGGCGACCAA In-house 

 R ACGGTGATATTGTCACTGGTGTGG In-house 

RAPD-PCR #1283 GCGATCCCCA 2  

 #1247 AAGAGCCCGT 3  

fumC F TCACAGGTCGCCAGCGCTTC 4 

 R GTACGCAGCGAAAAAGATTC 4 

 

   



 

Table S2. Total number of genomes retrieved for each sequence type (ST). 

ST No. of genomes 

ST10 988 

ST12 117 

ST69 242 

ST73 305 

ST80 26 

ST95 348 

ST100 22 

ST135 19 

ST141 38 

ST372 24 

ST537 6 

ST607 15 

ST998 29 

ST1161 3 

ST1230 0 
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