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Fecal Swab Microbiota: Phylum > 1%
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Proteobacteria
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Relative Abundance

Fecal Swab Microbiota: Genus > 2%
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Enterococcus
Clostridium_sensu_stricto_1
Klebsiella
Romboutsia
Escherichia/Shigella
Sellimonas
Turicibacter
Terrisporobacter
Staphylococcus
Bacillus
Fusicatenibacter
Acinetobacter
Subdoligranulum
Butyricicoccus
Corynebacterium_1
Eisenbergiella
Flavonifractor
Blautia
Cloacibacillus
Rothia
Lachnoclostridium
Megasphaera
Lactococcus
Ruminiclostridium_5
Proteus
Anaerostipes
Ruminiclostridium_9
Pediococcus

Ruminococcaceae_UCG-014
Ruminococcaceae_UCG-005
Salmonella

Faecalibacterium

Oscillibacter

Streptococcus
Campylobacter

Oxalobacter
Lachnospiraceae_UCG-008
Lachnospiraceae_UCG-010
GCA-900066575
Ruminiclostridium
Actinobacillus

CHKCI002
Ruminococcaceae_UCG-013
CHKCI001

Bacteroides
Erysipelatoclostridium
Roseburia

DTU089

Shuttleworthia
Caproiciproducens
Parabacteroides

Lactobacillus

Coprococcus_3
Marvinbryantia
Intestinimonas

Other



