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biosynthetic process

GO:0090150 (1.78e-05)
establishment of

protein localization to membrane
20/395 | 569/48817

GO:0072657 (1.78e-05)
protein localization

to membrane
20/395 | 569/48817

GO:0006612 (1.23e-05)
protein targeting

to membrane
20/395 | 530/48817

GO:2001141 (0.00239)
regulation of

RNA biosynthetic process
63/395 | 4626/48817

GO:1903506 (0.00239)
regulation of

nucleic acid-templated transcription
63/395 | 4626/48817

GO:0043436 
oxoacid metabolic

process

GO:0019752 
carboxylic acid

metabolic process

GO:0010035 (0.00239)
response to

inorganic substance
51/395 | 3479/48817

GO:0042542 (5.64e-08)
response to

hydrogen peroxide
20/395 | 359/48817

GO:0098542 (0.0439)
defense response
to other organism

35/395 | 2476/48817

GO:0010033 (0.00129)
response to

organic substance
77/395 | 5869/48817

GO:0010243 (0.00656)
response to

organonitrogen compound
17/395 | 720/48817

GO:0009725 
response to hormone

GO:0014070 (0.000652)
response to

organic cyclic compound
33/395 | 1728/48817

GO:0051704 
multi-organism process

GO:0044700 
single organism

signaling

GO:0007165 
signal transduction

GO:0009607 (0.00678)
response to

biotic stimulus
51/395 | 3663/48817

GO:0010363 (8.37e-06)
regulation of

plant-type hypersensitive response
20/395 | 513/48817

GO:0009605 
response to

external stimulus

GO:0036211 
protein modification

process

GO:0044267 
cellular protein

metabolic process

GO:0010200 (0.0021)
response to chitin
17/395 | 639/48817

GO:0046394 
carboxylic acid

biosynthetic process

GO:0002376 (3.18e-05)
immune system

process
41/395 | 2069/48817

GO:0006955 (3.15e-05)
immune response

39/395 | 1908/48817

GO:0009863 (6.25e-05)
salicylic acid

mediated signaling pathway
18/395 | 520/48817

GO:0033554 (0.0104)
cellular response

to stress
45/395 | 3186/48817

GO:0080135 (1.78e-05)
regulation of

cellular response to stress
20/395 | 558/48817

GO:0034976 (0.00161)
response to

endoplasmic reticulum stress
17/395 | 623/48817

GO:0009626 (6.89e-05)
plant-type hypersensitive

response
21/395 | 704/48817

GO:0009723 (0.0225)
response to ethylene
15/395 | 678/48817

GO:0009753 (0.00219)
response to

jasmonic acid
21/395 | 919/48817

GO:0009416 
response to

light stimulus

GO:0009755 
hormone-mediated signaling

pathway

GO:0033036 
macromolecule localization

GO:0006457 (9.05e-05)
protein folding

22/395 | 786/48817

GO:0034645 
cellular macromolecule
biosynthetic process

GO:0042158 (0.00632)
lipoprotein biosynthetic

process
11/395 | 329/48817

GO:2000112 
regulation of

cellular macromolecule biosynthetic process

GO:0009891 
positive regulation

of biosynthetic process

GO:0000302 (5.51e-05)
response to

reactive oxygen species
21/395 | 689/48817

GO:0031347 (1.78e-05)
regulation of

defense response
28/395 | 1052/48817

GO:0006807 
nitrogen compound
metabolic process

GO:0034641 
cellular nitrogen

compound metabolic process

GO:0042157 (0.00656)
lipoprotein metabolic

process
11/395 | 333/48817

GO:0031365 (0.002)
N-terminal protein

amino acid modification
11/395 | 279/48817

GO:0006498 (0.00138)
N-terminal protein

lipidation
11/395 | 266/48817

GO:0006497 (0.00632)
protein lipidation

11/395 | 329/48817

GO:0097659 (0.0257)
nucleic acid-templated

transcription
63/395 | 5148/48817

GO:1901576 
organic substance

biosynthetic process

GO:0009059 
macromolecule biosynthetic

process

GO:0009813 
flavonoid biosynthetic

process

GO:0044260 
cellular macromolecule

metabolic process

GO:0016070 
RNA metabolic

process

GO:0009862 (0.000561)
systemic acquired

resistance, salicylic acid mediated signaling pathway
13/395 | 336/48817

GO:0006886 
intracellular protein

transport

GO:0006605 
protein targeting

GO:0009867 (0.00336)
jasmonic acid

mediated signaling pathway
13/395 | 417/48817

GO:0065007 
biological regulation

GO:0050794 
regulation of

cellular process

GO:0048519 
negative regulation

of biological process

GO:0010583 (0.00782)
response to

cyclopentenone
8/395 | 181/48817

GO:0006810 
transport

GO:0046907 
intracellular transport

GO:0044765 
single-organism transport

GO:0071702 
organic substance

transport

GO:0031326 (0.0492)
regulation of

cellular biosynthetic process
66/395 | 5616/48817

GO:0051716 
cellular response

to stimulus

GO:0070887 
cellular response

to chemical stimulus

GO:0010941 (1.75e-05)
regulation of
cell death

22/395 | 666/48817

GO:0006952 
defense response

GO:0045087 (2.68e-05)
innate immune

response
39/395 | 1892/48817

GO:0012501 (9.05e-05)
programmed cell

death
24/395 | 917/48817

GO:0043067 (1.35e-05)
regulation of

programmed cell death
22/395 | 648/48817

GO:0034050 (7.42e-05)
host programmed

cell death induced by symbiont
21/395 | 709/48817

GO:0006950 
response to stress

GO:0006979 (0.000824)
response to

oxidative stress
28/395 | 1357/48817

GO:0006464 
cellular protein

modification process

GO:0008152 
metabolic process

GO:0044237 
cellular metabolic

process

GO:0071704 
organic substance
metabolic process

GO:0009058 
biosynthetic process

GO:0009056 
catabolic process

GO:0009266 (0.00778)
response to

temperature stimulus
35/395 | 2204/48817

GO:0032774 (0.0257)
RNA biosynthetic

process
63/395 | 5150/48817

GO:0045088 (1.78e-05)
regulation of

innate immune response
22/395 | 681/48817

GO:0051234 
establishment of

localization

GO:0051649 
establishment of
localization in cell

GO:0051606 
detection of

stimulus

GO:0071395 (0.0037)
cellular response

to jasmonic acid stimulus
13/395 | 422/48817

GO:1902582 
single-organism intracellular

transport

GO:0050896 (0.0173)
response to stimulus

174/395 | 17436/48817

GO:0009719 (0.00504)
response to

endogenous stimulus
56/395 | 4081/48817

GO:0042221 (1.04e-06)
response to chemical
120/395 | 8760/48817

GO:0009628 (0.0422)
response to

abiotic stimulus
80/395 | 7061/48817

GO:0009812 
flavonoid metabolic

process

GO:0043412 
macromolecule modification

GO:0006355 (0.00239)
regulation of

transcription, DNA-templated
63/395 | 4626/48817

GO:0009407 (0.0104)
toxin catabolic

process
10/395 | 301/48817

GO:0008150 
biological_process

GO:0023052 
signaling

GO:0044699 
single-organism process

GO:0009987 
cellular process

GO:0032502 
developmental process

GO:0050789 
regulation of

biological process

GO:0051179 
localization

GO:0009314 
response to

radiation

GO:0044248 
cellular catabolic

process

GO:0044249 
cellular biosynthetic

process

GO:0019438 
aromatic compound
biosynthetic process

GO:0044271 
cellular nitrogen

compound biosynthetic process

GO:1901701 (0.00489)
cellular response

to oxygen-containing compound
31/395 | 1788/48817

GO:0071229 (6.35e-05)
cellular response
to acid chemical

30/395 | 1302/48817

GO:0007154 
cell communication

GO:0044763 
single-organism cellular

process

GO:1902578 
single-organism localization

GO:0071495 
cellular response

to endogenous stimulus

GO:0090304 
nucleic acid

metabolic process

GO:0010089 (0.0104)
xylem development
7/395 | 145/48817

GO:0010087 
phloem or

xylem histogenesis

GO:1901698 (0.0219)
response to

nitrogen compound
25/395 | 1473/48817

GO:0006725 
cellular aromatic

compound metabolic process

GO:0009814 (1.83e-05)
defense response,

incompatible interaction
28/395 | 1069/48817

GO:0001101 (0.0102)
response to

acid chemical
47/395 | 3363/48817

GO:0043170 
macromolecule metabolic

process

GO:0009627 (1.78e-05)
systemic acquired

resistance
23/395 | 744/48817

GO:0048856 
anatomical structure

development

GO:0009404 (0.00937)
toxin metabolic

process
11/395 | 352/48817

GO:0008219 (0.000346)
cell death

26/395 | 1139/48817

GO:0009888 
tissue development

GO:1901360 
organic cyclic

compound metabolic process

GO:1901700 (1.43e-08)
response to

oxygen-containing compound
87/395 | 5007/48817

GO:0051641 
cellular localization

GO:1902580 
single-organism cellular

localization


