
 

Supplementary Figure 1. Case report timeline. Main clinical events related to the development of a DAP non-susceptible 

phenotype are represented. Green colored lines correspond to patient 1 and brown to patient 2. Length of the bars were adjusted 

in order to address readability of the event’s labels 
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Supplementary Figure 2. Visualization of SNVs frequency on liaS (left panel) and liaR (right 

panel) genes from case 1 and 2. Lollipop (pie chart) plot of SNVs frequency of missense variants 

found on liaS and liaR genes on the 20 sequenced isolates. The base frequency at each locus 

represent as a gray color in pie chart. If a nucleotide differs from the reference sequence, the pie 

chart was colored in proportion to the frequency of each base (A=green, C=blue, T=red, G=brown). 

Variants found are ordered from top (UAMSEF_1) to bottom (UAMSEF_20). The most common 

mutations in the DAP resistant phenotype (LiaST120A and LiaRW73C) are labeled in red color. 
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Supplementary Table 1. Detailed information of SNVs frequency on liaS and liaR genes from case 1 and 2. 

Genome Case Sequencing 
Method 

LiaS: 
c.11A>G 
(p.K4R)

LiaS: 
c.20G>A 
(p.R7K)

LiaS: 
c.169T>A 
(p.L57I)

LiaS: 
c.229A>G 
(p.T77A)

LiaS: 
c.294G>T
(p.L98F)

LiaS: 
c.299T>A 
(p.L100H)

LiaS: 
c.350A>T
(p.K117M)

LiaS: 
c.358A>G 
(p.T120A) 

LiaS: 
c.406G>A 
(p.V136I)

LiaS: 
c.772T>A 
(p.S258T) 

LiaR: 
c.133A>G 
(p.T45A)

LiaR: 
c.219G>T
(p.W73C)

LiaR: 
c.223G>A 
(p.E75K)

LiaR: 
c.426G>T
(p.E142D) 
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Base G
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frequency
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Base T
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E. faecium
UAMSEF_1 1 MinION 0.879 1 0.909 0.991 1 0.946 0.845 0.952 0.895 0.934 0.977 0.864 1 0.99 
E. faecium
UAMSEF_1 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_2 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_3 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_4 1 Illumina 1 1 1 1 1 1 1 1 0.991 1 1 1 1 1 
E. faecium
UAMSEF_5 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_6 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_7 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_8 1 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_8 1 MinION 0.917 1 0.913 0.968 1 0.931 0.85 0.906 0.868 0.96 1 0.908 0.986 0.987 
E. faecium
UAMSEF_9 2 MinION 0.923 1 0.905 0.967 0.994 0.928 0.778 0.927 0.937 0.976 0.958 0.823 0.986 0.996 
E. faecium
UAMSEF_9 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_10 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_11 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_12 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_13 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_14 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_15 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_16 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_17 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_18 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



E. faecium
UAMSEF_19 2 Illumina 1 1 1 1 1 1 0.993 0.985 0.985 1 1 1 1 1 
E. faecium
UAMSEF_20 2 Illumina 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
E. faecium
UAMSEF_20 2 MinION 0.905 0.996 0.926 0.978 0.981 0.939 0.855 0.942 0.929 0.977 0.995 0.84 0.994 0.99 


