Table S6. Related to Figure S3A (left). 119 differential expression genes in four clusters of scRNAseq of SPN-13.

Gene symbol p_val avg_logFC pct.1 pct.2 p_val_adj cluster
COL17A1 1.25E-202 0.276137804 0.873 0.707 2.60E-198 1
HADHA 1.50E-10 0.196082783 0.763 0.565 3.12E-06 1
TIMPA1 0 0.654343551 0.986 0.935 0 1
NDRG1 1.96E-138 0.369980398 0.814 0.653 4.07E-134 1
CA9 4.46E-255 0.365166236 0.598 0.307 9.28E-251 1
HADHB 2.36E-07 0.231260592 0.674 0.433 0.004900329 1
EIF3H 1.06E-285 0.278525512 0.989 0.967 2.20E-281 1
ALDOA 9.61E-222 0.294811233 0.999 1 2.00E-217 1
ADAMTS1 1.89E-07 0.147810215 0.472 0.382 0.003930413 1
EIF4A1 2.08E-73 0.366849922 0.996 0.997 4.32E-69 1
HSP90B1 8.23E-169 0.360544776 0.957 0.963 1.71E-164 1
PPIB 2.02E-138 0.263442162 0.979 0.972 4.21E-134 1
PDIA3 3.27E-256 0.3670775 0.883 0.767 6.81E-252 1
SLC3A2 1.59E-81 0.352820202 0.845 0.812 3.32E-77 1
EIF1 0 0.328128152 1 1 0 1
SFN 1.39E-228 0.315194137 0.999 0.999 2.90E-224 1
ZFAS1 0 0.366253337 1 1 0 1
IMPDH2 2.40E-231 0.322874516 0.932 0.867 5.00E-227 1
NPM1 0 0.416562884 1 0.999 0 1
KRT14 5.24E-25 0.653647155 0.628 0.547 1.09E-20 1
NAP1L1 0 0.359683321 0.999 0.998 0 1
S100A4 1.08E-07 0.238360574 0.699 0.544 0.00225427 1
S100A2 0 0.307866555 1 1 0 1
AKR1B10 1.25E-272 0.2884256 0.499 0.203 2.60E-268 1
TPM2 4.49E-150 0.360159188 0.761 0.591 9.35E-146 1
RAET1G 1.14E-06 0.155663387 0.406 0.139 0.023646451 1
SERPINB5 2.34E-07 0.227559362 0.823 0.689 0.004872536 1
B4GALT1 0 0.61616129 0.893 0.436 0 2
BIRC5 4.69E-09 0.164636469 0.868 0.75 9.75E-05 2
CLSPN 2.23E-06 0.140116572 0.695 0.55 0.046430448 2
TNRC6B 1.08E-08 0.188497199 0.685 0.503 0.000224649 2
CDKN3 3.55E-08 0.139059529 0.874 0.77 0.000737529 2
MYBL2 2.15E-06 0.114631878 0.644 0.516 0.044743584 2
OAZA1 9.10E-14 0.149465861 1 1 1.89E-09 2
H2AFV 4.18E-09 0.11688443 0.995 0.991 8.69E-05 2
CACYBP 7.46E-08 0.111176924 0.929 0.894 0.001551426 2
ICMT 2.40E-07 0.103913672 0.747 0.669 0.004999082 2
PHF19 2.64E-08 0.18492093 0.86 0.749 0.000549894 2
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