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C Human ANXA1l

ATGGCAATGGTATCAGAATTCCTCAAGCAGGCCTGGTTTA
TTGAAAATGAAGAGCAGGAATATGTTCAAACTGTGAAGT
CATCCAAAGGTGGTCCCGGATCAGCGGTGAGCCCCTATC
CTACCTTCAATCCATCCTCGGaATGTCGCTGCCTTGCATAA

l PAM Insert sgRNA 4#
Truncated MAMVSEFLKQAWFIENEEQEYVQTV
/;r“:)fgr} KSSKGGPGSAVSPYPTFNPSSECRCLA.

Supplementary Figure 1. Crispr/Cas9 deletion of ANXA1 (A) ANXA1 was knocked out using
Crispr/Cas9 technology and single clones were picked. Expression of ANXA1 determined using
western blotting against ANXA1 protein. Actin is used as loading control. (B) Schematic
representation of human ANXA1 protein with the respective locations sgRNA #2 and #4 were

targeted. (C) Sequencing of A549 #4D clone via PCR revealed a successful insert of sgRNA #4 to
result in the formation of a truncated ANXA1 protein. (B)
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C Sequencing forward primer
GGGAAACGAAACTAGCCCGAGGCAAAACAGCCTCCGCGAACCCCGLCCCGLCCGLCTAGTT
GCACTTTCGATTTTCCCTTTAGTTATTAAAGTTCCTATGCAGCTCCGCCTCGCGTCCG
GCCTCATTTCCTCGGAAAATCCCTGCTTTCCCCGCTCGCCACGCCCTCCTCCTACCCG
GCTTTAAAGCTAGTGAGGCACAGCCTGCGGGGAACGTAGCTAGCTGCAAGCAGAGGCC
GGCATGACCACCGAGCAGCGACGCAGCCT

72 bp deletion PAM sgRNA

TTAGGGAGGGTGAGTG
TCTCCAGCGGCGCCTTCTCGGCGGAAAACAATTGAGGACTTGTTTTTCTCTTGCTTCG

TTCCCTTCTTTTAATCAATGCAGAGAGCCTGCCAGACTCCCCAGGTTTGTG

Sequencing reverse primer

Supplementary Figure 2 . Crispr/Cas9 deletion of RIGI (A) RIG-I was knocked out
using Crispr/Cas9 technology and single clones were picked. Expression of RIG-I
determined using western blotting against RIG-| protein. Actin is used as loading
control. (B) Schematic representation of human RIG-I protein with the respective
locations sgRNA #4 was targeted. (C) Sequencing of A549 #4D clone via PCR
revealed a successful insert of sgRNA #4 to result in 72 base pair deletion.



