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Table S1. Strains and plasmids used in this work. 

Strains Ref. Description 

Sinorhizobium meliloti 2011 [1] Strain Rm2011, contains insertion sequence within 

expR gene, parental strain in this study; Smr. 
Sinorhizobium meliloti 2011ΔtrpL [2] ΔtrpL mutant of strain 2011; Smr. 

Agrobacterium tumefaciens NTL4  [3] Used for analysis of Atu-peTrpL. 

Bradyrhizobium japonicum USDA 
110spc4 

[4] Used for analysis of Bja-peTrpL; Spr. 

Escherichia coli DH5α Thermo Fisher Used for cloning; fhuA2 lac(del)U169 phoA glnV44 
Φ80' lacZ(del)M15 gyrA96 recA1 relA1 endA1 thi-1 

hsdR17. 
Escherichia coli S17-1 [5] E. coli 294 Thi RP4-2-Tc::Mu-Km::Tn7 integrated into 

the chromosome. 

Plasmids Ref. Description 

pRK4352 [6] Broad host range plasmid with rrn promoter from 

Rhodobacter sphaeroides; Tcr. 

pRK-rnTrpL (synonym pRK-
SmelRcsR1) 

[7] pRK4352 derivative for constitutive production of 

rnTrpL (previously SmelRcsR1) and peTrpL; Tcr. 

pRK-trpL-egfp [2] pRK4352 derivative; contains a translational 
S. meliloti trpL::egfp fusion harboring the first 6 
codons of trpL fused to the third codon of egfp; the 
trpL::egfp transcript is leaderless; Tcr 

pRK-SDtrpL-egfp This work pRK4352 derivative similar to pRK-trpL-egfp, with 
exception of a typical Shine-Dalgarno sequence in the 
transcript, upstream of the trpL start codon; Tcr.  

pSRKTc [8] Broad host range expression vector with tightly 
regulated, IPTG inducible lacZ promoter; Tcr 

pSRKTc-peTrpL This work pSRKTc derivative; contains a recombinant ORF 
encoding the S. meliloti peTrpL peptide, cloned in 
frame with the ATG of the NdeI restriction site; Tcr.   

pSRKTc-Atu-peTrpL This work pSRKTc derivative; contains a recombinant ORF 
encoding the A. tumefaciens peTrpL peptide, cloned 

in frame with the ATG of the NdeI restriction site; Tcr. 

pSRKTc-Bja-peTrpL This work pSRKTc derivative; contains a recombinant ORF 
encoding the B. japonicum peTrpL peptide, cloned in 
frame with the ATG of the NdeI restriction site; Tcr. 

pSRKGm [8] Broad host range expression vector with tightly 
regulated, IPTG inducible lacZ promoter; Gmr 

pSRKGm-peTrpL This work pSRKGm derivative; contains a recombinant ORF 
encoding the S. meliloti peTrpL peptide, cloned in 
frame with the ATG of the NdeI restriction site; Gmr. 

pSRKGm-peTrpL-3.UAG This work pSRKGm-peTrpL derivative, in which the third codon 
is replaced by a stop codon; Gmr. 

pSRKGm-peTrpL-W10A This work pSRKGm-peTrpL derivative, in which the 10. 
(tryptophan) codon is replaced by an alanine codon; 
Gmr. 

pSRKGm-peTrpL-W11A This work pSRKGm-peTrpL derivative, in which the 11. 
(tryptophan) codon is replaced by an alanine codon; 
Gmr. 

pSRKGm-peTrpL-W12A This work pSRKGm-peTrpL derivative, in which the 12. 
(tryptophan) codon is replaced by an alanine codon; 
Gmr. 

pSRKGm-3×FLAG-peTrpL This work pSRKGm-peTrpL derivative for production of 
3×FLAG-peTrpL; Gmr. 

pSRKGm-3×FLAG-peTrpL-W10A This work pSRKGm-3×FLAG-peTrpL derivative, in which the 10. 
(tryptophan) codon is replaced by an alanine codon; 
Gmr. 

pSRKGm-3×FLAG-peTrpL-W12A This work pSRKGm-3×FLAG-peTrpL derivative, in which the 12. 
(tryptophan) codon is replaced by an alanine codon; 
Gmr. 

pSRKGm-3×FLAG This work pSRKGm derivative, contains an ORF encoding a 
3×FLAG peptide; Gmr. 

pSRKGm-MS2as-smeR This work pSRKGm derivative; used for IPTG-induced 
transcription of MS2-as-smeR RNA; Gmr.  
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pSRKTc-3×FLAG-peTrpL This work pSRKTc-peTrpL derivative for production of 3×FLAG-
peTrpL; Tcr. 

pSUP202pol4 [9] Suicide plasmid, allows for construction of integration 
vectors; Tcr. 

pSUP202pol4-exoP This work;  pSUP202pol4 derivative, contains 300 nt of the 3′ 
exoP region as an chromosomal integration site in S. 

meliloti [10]; Tcr. 

pSUP-PasRegfp This work pSUP202pol4-exoP derivative, contains a 
transcriptional fusion of egfp to the promoter Pas (-290 

to +2 in respect to the putative asRNA transcription 
start site, as determined by RNAseq of CoIP RNA); 
the egfp ORF is preceded by a Shine-Dalgarno 
sequence, Tcr. 

pSW2 S.B.W and E.E.H, 
unpublished 

pSRKGm derivative, in which the E. coli lacZ operon 
module was replaced by the constitutive promoter PsinI 

followed by XbaI and BamHI restriction sites and a 
transcription terminator; Gmr. 

pSW2-trpL-egfp This work pSW2 derivative, allows for constitutive transcription 

of the leaderless trpL::egfp fusion from PsinI; the 
fusion contains the first 6 codons of trpL fused to 
the third codon of egfp; Gmr.  

pSW2-SDtrpL-egfp This work Similar to pSW2-trpL-egfp, but the constitutively 
transcribed trpL::egfp is preceded by a Shine-
Dalgarno sequence; Gmr

  

pRS-SDegfp This work pSW2 derivative, in which egfp preceded by a Shine-
Dalgarno sequence is constitutively transcribed from 
PsinI; kindly provided by Robina Scheuer ; Gmr. 

pRJ-MCS (synonym pRJPaph-
MCS) 

[11] Integration vector for B. japonicum; contains a 
constitutive nptII promoter; Tcr 

pRJ-Bja-peTrpL This work pRJ-MCS derivative for constitutive overproduction of 
peTrpL in B. japonicum; Tcr 

pLK46 [12] Contains egfp with GC rich codons; Tcr 
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