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Reviewer Comments to Author: 

The authors have responded well to the reviewer comments, and made several improvements to the 

software and its documentation. It is particularly noteworthy that after encouragement from reviewers 

WatchDog developers have now added full Conda support for modules.   

I do not understand from the manuscript, examples or the code documentation how to use the Docker 

execution runtime, as it necessarily would need to specify the correct container for different modules, 

but unlike the Conda environments, these seem not to be provided in the included modules, except in 

the RNA_DifferentialGeneExpression where this is shown by using the conda/miniconda3 Docker 

container (and then software installed using conda inside), which I guess is an acceptable, if not ideal 

workaround compared to having separate containers for each task. 

I remain concerned about the complexity for users to learn the different languages and syntaxes, 

however the publication of module handbooks and addition of the macro documentation allow this to 

happen in a gradual manner. The user interface of workflow designer in WatchDog 2.0 still remains fairly 

technical as it is closer to the XML being edited rather than the users' view of tool composition - e.g. the 

user has to cross-check against the module handbooks (or XSD) to find the input filenames that needs to 

be connected from previous step's output; the outputs are not presented in the UI. I tried to point out 

this in my previous review, but may have muddled my language. 

The combination of having to do "run-after" coordination (which I agree is *sometimes* useful) and 

manual data dependency can be a source of bugs in workflow authoring - e.g. a user could ask for step A 

to run before step B, while step B needs an output from step A.  I have not tested if the engine can check 

for such inconsistency before running, or if it will accidentally use old file data. 

Following reviewer comments, the releases of the software has been greatly improved, with DOIs for 

code citations, improved build system and more liberal licensing for the workflow modules. 

The improvements to the manuscript address most of the previous concerns raised by the reviewers and 

help clarify the new Conda features. The language is still a bit "sales brochure" like and could do with 

some neutral tones. 
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