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seven (potentially) pandemic viruses and distributions of strongest and weakest HLA
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Extended results for the binding predictions for HIV
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Total number of peptides with strong, regular and weak binding predictions for HLA-A

ICs0 £ 50 nM 50 nM < ICsg £ 500 nM 500 NM < ICxp £ 5000 nM
Strong binders Regular binders Weak binders

HLA-A*01:01 1 5 30 2767
HLA-A*01:02 0 5 a7 2751
HLA-A*01:03 1 4 23 2775
HLA-A*01:06 1 4 27 2771
HLA-A*02:01 23 61 143 2576
HLA-A*02:02 36 91 229 2447
HLA-A*02:03 37 107 202 2457
HLA-A*02:04 3 29 120 2651
HLA-A*02:05 20 95 281 2407
HLA-A*02:06 35 99 251 2418
HLA-A*02:07 0 2 33 2768
HLA-A*02:08 9 75 287 2432
HLA-A*02:09 23 61 143 2576
HLA-A*02:10 8 35 183 2577
HLA-A*02:11 80 106 206 2411
HLA-A*02:12 28 61 145 2569
HLA-A*02:14 18 88 238 2459
HLA-A*02:17 1 15 89 2698
HLA-A*02:19 13 40 117 2633
HLA-A*02:20 10 60 152 2581
HLA-A*02:22 53 98 230 2422
HLA-A*02:24 23 61 143 2576
HLA-A*02:26 18 70 159 2556
HLA-A*02:34 11 56 151 2585
HLA-A*02:35 19 84 176 2524
HLA-A*02:36 7 42 135 2619
HLA-A*02:40 23 61 143 2576
HLA-A*03:01 6 37 95 2665
HLA-A*03:02 9 39 110 2645
HLA-A*03:05 6 37 95 2665
HLA-A*03:08 1 33 99 2670
HLA-A*11:01 17 a7 120 2619
HLA-A*11:02 17 a7 120 2619
HLA-A*11:03 8 63 132 2600
HLA-A*11:04 12 61 121 2609
HLA-A*11:06 5 45 120 2633
HLA-A*11:12 17 47 120 2619
HLA-A*23:01 4 38 104 2657
HLA-A*23:03 4 38 104 2657
HLA-A*23:04 28 67 176 2532
HLA-A*24:02 3 27 87 2686
HLA-A*24:03 24 62 118 2599
HLA-A*24:04 0 17 79 2707
HLA-A*24:05 3 27 87 2686
HLA-A*24:06 3 20 103 2677
HLA-A*24.:07 2 15 88 2698
HLA-A*24:08 0 18 112 2673
HLA-A*24:10 21 59 144 2579
HLA-A*24:13 4 38 104 2657
HLA-A*24:20 3 27 87 2686
HLA-A*24:21 3 27 87 2686
HLA-A*24:23 24 62 118 2599
HLA-A*25:01 1 1 36 2765
HLA-A*25:02 0 2 33 2768
HLA-A*26:01 2 6 51 2744
HLA-A*26:02 9 42 155 2597
HLA-A*26:03 1 9 77 2716
HLA-A*26:05 2 5 53 2743
HLA-A*26:08 0 9 91 2703
HLA-A*26:12 2 8 72 2721
HLA-A*26:18 2 8 72 2721
HLA-A*29:01 6 26 89 2682



ICs0 < 50 nM 50 nM < ICsp £ 500 nM 500 nM < ICsp < 5000 nM
Strong binders Regular binders Weak binders

HLA-A*29:02 6 26 89 2682
HLA-A*30:01 24 111 407 2261
HLA-A*30:02 8 29 114 2652
HLA-A*30:04 0 14 182 2607
HLA-A*30:08 1 19 164 2619
HLA-A*31:01 30 54 179 2540
HLA-A*31:02 22 63 180 2538
HLA-A*31:04 37 81 210 2475
HLA-A*31:08 8 74 244 2477
HLA-A*32:01 8 57 181 2557
HLA-A*32:02 2 39 144 2618
HLA-A*32:03 2 33 135 2633
HLA-A*33:01 8 33 91 2671
HLA-A*33:03 17 44 103 2639
HLA-A*34:01 3 16 188 2596
HLA-A*34:02 4 47 145 2607
HLA-A*36:01 1 6 62 2734
HLA-A*43:01 0 3 74 2726
HLA-A*66:01 0 10 112 2681
HLA-A*66:02 2 19 166 2616
HLA-A*66:03 1 11 136 2655
HLA-A*68:01 20 69 145 2569
HLA-A*68:02 23 64 185 2531
HLA-A*68:03 11 49 124 2619
HLA-A*68:06 1 20 160 2622
HLA-A*68:12 20 69 145 2569
HLA-A*69:01 15 50 163 2575
HLA-A*74:01 0 17 7 2709
HLA-A*74:03 0 17 77 2709
HLA-A*80:01 2 6 36 2759

Alleles are ordered alphabetically.



General binding prediction tendencies for HLA-A

Alleles are ordered alphabetically on the x-axis, while the number of peptides binding with strong (ICso < 50 nM), regular (50 nM < ICso < 500 nM) and

weak (500 nM < ICso < 5000 nM) binding prediction are displayed on the y-axis.



HLA-A alleles ordered by number of presented peptides with strong binding prediction

Alleles are ordered on the x-axis by their strong (ICso < 50 nM) binding prediction and the number of peptides presented are displayed on the y-axis.



HLA-A alleles ordered by number of presented peptides with regular binding prediction
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Alleles are ordered on the x-axis by their regular (50 nM < ICso < 500 nM) binding prediction and the number of peptides presented are displayed on the

y-axis.



HLA-A alleles ordered by number of presented peptides with weak binding prediction

Alleles are ordered on the x-axis by their weak (500 nM < ICso < 5000 nM) binding prediction and the number of peptides presented are displayed on the

y-axis.



Total number of peptides with strong, regular and weak binding predictions for HLA-B

ICs0 £ 50 nM 50 nM < ICsg £ 500 nM 500 NM < ICxp £ 5000 nM
Strong binders Regular binders Weak binders

HLA-B*07:02 8 19 72 2704
HLA-B*07:04 8 17 92 2686
HLA-B*07:05 9 23 101 2670
HLA-B*07:06 9 23 101 2670
HLA-B*08:01 3 28 151 2621
HLA-B*08:03 0 0 10 2793
HLA-B*08:04 0 11 161 2631
HLA-B*08:05 0 10 123 2670
HLA-B*13:01 2 38 193 2570
HLA-B*13:02 0 7 112 2684
HLA-B*13:03 0 5 129 2669
HLA-B*13:04 0 11 173 2619
HLA-B*14:01 0 3 54 2746
HLA-B*14:02 0 3 54 2746
HLA-B*14:03 0 1 66 2736
HLA-B*15:01 14 40 204 2545
HLA-B*15:02 1 25 143 2634
HLA-B*15:03 48 130 393 2232
HLA-B*15:04 0 6 171 2626
HLA-B*15:05 11 50 241 2501
HLA-B*15:06 16 39 200 2548
HLA-B*15:07 6 31 193 2573
HLA-B*15:08 0 4 65 2734
HLA-B*15:09 0 3 27 2773
HLA-B*15:10 0 3 28 2772
HLA-B*15:11 0 4 69 2730
HLA-B*15:12 0 22 90 2691
HLA-B*15:13 0 6 133 2664
HLA-B*15:15 1 20 125 2657
HLA-B*15:16 8 47 213 2535
HLA-B*15:17 35 80 192 2496
HLA-B*15:18 0 7 103 2693
HLA-B*15:20 8 49 230 2516
HLA-B*15:21 0 0 61 2742
HLA-B*15:24 0 20 163 2620
HLA-B*15:25 20 46 242 2495
HLA-B*15:27 8 33 153 2609
HLA-B*15:29 4 54 265 2480
HLA-B*15:31 0 20 164 2619
HLA-B*15:32 10 42 249 2502
HLA-B*15:34 14 40 204 2545
HLA-B*15:35 3 30 176 2594
HLA-B*15:38 7 39 218 2539
HLA-B*15:39 22 51 258 2472
HLA-B*15:40 5 27 152 2619
HLA-B*15:58 0 7 99 2697
HLA-B*18:01 1 10 71 2721
HLA-B*18:02 1 7 117 2678
HLA-B*18:03 1 6 91 2705
HLA-B*18:05 1 10 71 2721
HLA-B*18:07 0 4 56 2743
HLA-B*27:02 0 9 39 2755
HLA-B*27:03 0 1 43 2759
HLA-B*27:04 0 9 57 2737
HLA-B*27:05 4 41 127 2631
HLA-B*27:06 7 25 111 2660
HLA-B*27:07 12 41 170 2580
HLA-B*27:08 3 24 135 2641
HLA-B*27:09 5 29 145 2624
HLA-B*27:12 3 35 183 2582
HLA-B*27:14 0 5 76 2722
HLA-B*35:01 5 23 124 2651



HLA-B*35:02
HLA-B*35:03
HLA-B*35:04
HLA-B*35:05
HLA-B*35:06
HLA-B*35:08
HLA-B*35:09
HLA-B*35:10
HLA-B*35:11
HLA-B*35:12
HLA-B*35:17
HLA-B*35:19
HLA-B*35:20
HLA-B*35:21
HLA-B*35:32
HLA-B*35:43
HLA-B*37:01
HLA-B*38:01
HLA-B*38:02
HLA-B*39:01
HLA-B*39:02
HLA-B*39:03
HLA-B*39:04
HLA-B*39:05
HLA-B*39:06
HLA-B*39:07
HLA-B*39:09
HLA-B*39:10
HLA-B*39:15
HLA-B*39:24
HLA-B*40:01
HLA-B*40:02
HLA-B*40:03
HLA-B*40:04
HLA-B*40:05
HLA-B*40:06
HLA-B*40:09
HLA-B*40:10
HLA-B*40:11
HLA-B*40:12
HLA-B*40:14
HLA-B*40:16
HLA-B*40:40
HLA-B*41:01
HLA-B*41:02
HLA-B*42:01
HLA-B*42:02
HLA-B*44:02
HLA-B*44:03
HLA-B*44:04
HLA-B*44:05
HLA-B*44:06
HLA-B*44:07
HLA-B*44:09
HLA-B*44:15
HLA-B*45:01
HLA-B*46:01
HLA-B*47:01
HLA-B*47:03
HLA-B*48:01
HLA-B*48:02
HLA-B*48:03
HLA-B*48:04
HLA-B*49:01
HLA-B*50:01
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ICs0 < 50 nM 50 nM < ICsp £ 500 nM 500 nM < ICsp < 5000 nM
Strong binders Regular binders Weak binders

HLA-B*50:02 0 11 55 2737
HLA-B*51:01 0 3 26 2774
HLA-B*51:02 0 4 34 2765
HLA-B*51:04 0 1 33 2769
HLA-B*51:05 0 2 15 2786
HLA-B*51:06 0 1 37 2765
HLA-B*51:07 0 0 13 2790
HLA-B*51:08 0 1 22 2780
HLA-B*51:09 0 2 25 2776
HLA-B*52:01 0 0 42 2761
HLA-B*53:01 0 16 89 2698
HLA-B*53:02 0 12 89 2702
HLA-B*53:03 1 15 183 2604
HLA-B*53:05 2 12 99 2690
HLA-B*54:01 5 5 45 2748
HLA-B*55:01 0 7 50 2746
HLA-B*55:02 3 11 83 2706
HLA-B*55:04 14 39 190 2560
HLA-B*55:07 5 5 45 2748
HLA-B*55:12 1 10 79 2713
HLA-B*56:01 2 8 74 2719
HLA-B*56:02 4 20 114 2665
HLA-B*56:03 0 16 206 2581
HLA-B*56:04 4 20 114 2665
HLA-B*57:01 9 26 101 2667
HLA-B*57:02 4 18 91 2690
HLA-B*57:03 10 33 119 2641
HLA-B*58:01 16 43 146 2598
HLA-B*58:02 0 0 18 2785
HLA-B*59:01 0 5 56 2742
HLA-B*67:01 5 23 108 2667
HLA-B*73:01 0 0 38 2765
HLA-B*78:01 0 7 43 2753
HLA-B*78:02 0 2 23 2778
HLA-B*81:01 2 11 41 2749
HLA-B*82:01 0 1 29 2773
HLA-B*82:02 0 1 29 2773

Alleles are ordered alphabetically.



General binding prediction tendencies for HLA-B
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Alleles are ordered alphabetically on the x-axis, while the number of peptides binding with strong (ICso < 50 nM), regular (50 nM < ICso < 500 nM) and
weak (500 nM < ICso < 5000 nM) binding prediction are displayed on the y-axis.



HLA-B alleles ordered by number of presented peptides with strong binding prediction
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Alleles are ordered on the x-axis by their strong (ICso < 50 nM) binding prediction and the number of peptides presented are displayed on the y-axis.



HLA-B alleles ordered by number of presented peptides with regular binding prediction
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Alleles are ordered on the x-axis by their regular (50 nM < ICso < 500 nM) binding prediction and the number of peptides presented are displayed on the
y-axis.




HLA-B alleles ordered by number of presented peptides with weak binding prediction

axis by their weak (500 nM < ICso < 5000 nM) binding prediction and the number of peptides presented are displayed on the

Alleles are ordered on the x-

y-axis.



Total number of peptides with strong, regular and weak binding predictions for HLA-C

ICs0 £ 50 nM 50 nM < ICsg £ 500 nM 500 NM < ICxp £ 5000 nM
Strong binders Regular binders Weak binders

HLA-C*01:02 0 2 49 2752
HLA-C*01:03 0 0 6 2797
HLA-C*02:02 0 29 224 2550
HLA-C*02:10 0 29 224 2550
HLA-C*03:02 16 79 318 2390
HLA-C*03:03 17 50 196 2540
HLA-C*03:04 17 50 196 2540
HLA-C*03:05 8 44 190 2561
HLA-C*03:07 9 56 210 2528
HLA-C*04:01 0 1 14 2788
HLA-C*04:03 0 4 30 2769
HLA-C*04:04 0 1 22 2780
HLA-C*04.05 0 1 14 2788
HLA-C*04.06 0 2 58 2743
HLA-C*04:07 0 1 14 2788
HLA-C*05:01 2 12 60 2729
HLA-C*06:02 0 12 90 2701
HLA-C*06:04 3 23 210 2567
HLA-C*06:06 1 21 241 2540
HLA-C*07:01 1 14 97 2691
HLA-C*07:02 1 24 187 2591
HLA-C*07:03 0 22 218 2563
HLA-C*07:04 0 0 24 2779
HLA-C*07:05 2 21 175 2605
HLA-C*07:06 1 14 97 2691
HLA-C*07:07 0 6 60 2737
HLA-C*07:08 0 6 66 2731
HLA-C*07:10 0 23 181 2599
HLA-C*07:11 0 0 24 2779
HLA-C*07:18 1 14 97 2691
HLA-C*08:01 0 13 94 2696
HLA-C*08:02 0 4 40 2759
HLA-C*08:03 0 13 94 2696
HLA-C*08:04 0 13 103 2687
HLA-C*12:02 1 39 282 2481
HLA-C*12:03 13 96 384 2310
HLA-C*12:04 2 62 334 2405
HLA-C*12:05 2 59 325 2417
HLA-C*14:02 16 70 391 2326
HLA-C*14:03 16 70 391 2326
HLA-C*15:02 1 36 204 2562
HLA-C*15:03 1 35 216 2551
HLA-C*15:04 2 64 317 2420
HLA-C*15:05 0 27 147 2629
HLA-C*15:06 5 70 224 2504
HLA-C*15:07 3 40 207 2553
HLA-C*15:08 2 19 144 2638
HLA-C*15:13 1 36 204 2562
HLA-C*16:01 12 89 340 2362
HLA-C*16:02 0 37 286 2480
HLA-C*16:04 6 70 345 2382
HLA-C*17:01 0 20 242 2541
HLA-C*17:03 0 10 121 2672
HLA-C*18:01 0 0 4 2799
HLA-C*18:02 0 0 4 2799

Alleles are ordered alphabetically.



General binding prediction tendencies for HLA-C
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Alleles are ordered alphabetically on the x-axis, while the number of peptides blndlng with strong (ICso < 50 nM), regular (50 nM < ICso < 500 nM) and
weak (500 nM < ICsp < 5000 nM) binding prediction are displayed on the y-axis.



HLA-C alleles ordered by number of presented peptides with strong binding prediction
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Alleles are ordered on the x-axis by their strong (ICso < 50 nM) binding prediction and the number of peptides presented are displayed on the y-axis.




HLA-C alleles ordered by number of presented peptides with regular binding prediction
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Alleles are ordered on the x-axis by their regular (50 nM < ICso < 500 nM) binding prediction and the number of peptides presented are displayed on the
y-axis.



HLA-C alleles ordered by number of presented peptides with weak binding prediction
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AIIeI_es are ordered on the x-axis by their weak (500 nM < ICsp < 5000 nM) binding prediction and the number of peptides presented are displayed on the
y-axis.




Total number of peptides with strong, regular and weak binding predictions for HLA-DRB1

HLA-DRB1*01:01
HLA-DRB1*01:02
HLA-DRB1*01:03
HLA-DRB1*01:04
HLA-DRB1*03:01
HLA-DRB1*03:02
HLA-DRB1*03:03
HLA-DRB1*03:04
HLA-DRB1*03:05
HLA-DRB1*03:06
HLA-DRB1*03:07
HLA-DRB1*03:08
HLA-DRB1*04:01
HLA-DRB1*04:02
HLA-DRB1*04:03
HLA-DRB1*04:04
HLA-DRB1*04:05
HLA-DRB1*04:06
HLA-DRB1*04:07
HLA-DRB1*04:08
HLA-DRB1*04:10
HLA-DRB1*04:11
HLA-DRB1*04:13
HLA-DRB1*04:15
HLA-DRB1*04:17
HLA-DRB1*07:01
HLA-DRB1*08:01
HLA-DRB1*08:02
HLA-DRB1*08:03
HLA-DRB1*08:04
HLA-DRB1*08:05
HLA-DRB1*08:06
HLA-DRB1*08:07
HLA-DRB1*08:09
HLA-DRB1*08:10
HLA-DRB1*08:11
HLA-DRB1*08:12
HLA-DRB1*09:01
HLA-DRB1*10:01
HLA-DRB1*11:01
HLA-DRB1*11:02
HLA-DRB1*11:03
HLA-DRB1*11:04
HLA-DRB1*11:05
HLA-DRB1*11:06
HLA-DRB1*11:08
HLA-DRB1*11:09
HLA-DRB1*11:10
HLA-DRB1*11:11
HLA-DRB1*11:12
HLA-DRB1*11:14
HLA-DRB1*11:15
HLA-DRB1*11:19
HLA-DRB1*11:28
HLA-DRB1*12:01
HLA-DRB1*12:02
HLA-DRB1*12:03
HLA-DRB1*13:01
HLA-DRB1*13:02
HLA-DRB1*13:03
HLA-DRB1*13:04
HLA-DRB1*13:05

ICs0 £ 50 nM
Strong binders
182
2
0

OO#O(}JLON\I@NN&OOOOOOOO:"

N
N

~NO O OO0OONWNOOOoO

105
25

70
33

50 nM < ICs £ 1000 nM
Regular binders
348
329
107
417
137
0
12
137
56
97
91
137
323
231
174
359
355
174
96
264
335
206
438
68
127
377
267
208
64
240
242
220
367
208
220
386
104
391
403
229
366
291
214
290
174
434
229
229
292
229
305
229
235
229
206
120
245
366
305
262
329
229

1000 nM < ICsp < 5000 nM
Weak binders
830
1120
792
945
989
43
280
989
587
945
709
989
1222
1084
1070
1073
1116
1070
846
1168
1108
1123
1127
649
1001
981
1101
1191
978
1037
971
956
1224
1191
1112
1213
929
1100
907
930
947
1117
945
1086
791
1107
930
930
1042
930
1027
930
1148
930
851
681
1022
947
1027
1247
1029
930

1418
1327
1879
1339
1652
2735
2486
1652
2135
1736
1978
1652
1225
1461
1532
1337
1300
1532
1836
1342
1332
1449
1209
2061
1650
1396
1410
1379
1736
1499
1562
1600
1187
1379
1446
1179
1745
1280
1399
1586
1360
1312
1588
1394
1809
1232
1586
1586
1410
1586
1421
1586
1393
1586
1721
1977
1511
1360
1421
1269
1350
1586



I1Cs0 < 50 nM 50 nM < ICs0 £ 1000 nM 1000 nM < ICso < 5000 nM
Strong binders Regular binders Weak binders

HLA-DRB1*13:06 25 278 1052 1423
HLA-DRB1*13:07 11 218 951 1598
HLA-DRB1*13:08 49 321 1071 1337
HLA-DRB1*13:10 0 148 1114 1516
HLA-DRB1*13:11 31 214 945 1588
HLA-DRB1*13:12 0 246 1218 1314
HLA-DRB1*13:22 105 366 947 1360
HLA-DRB1*14:01 0 496 1265 1017
HLA-DRB1*14:02 0 254 1294 1230
HLA-DRB1*14:03 0 112 1058 1608
HLA-DRB1*14:04 0 454 1385 939
HLA-DRB1*14:05 0 293 1349 1136
HLA-DRB1*14:06 5 396 1222 1155
HLA-DRB1*14:07 0 235 1407 1136
HLA-DRB1*14:08 0 293 1349 1136
HLA-DRB1*14:09 1 447 1275 1055
HLA-DRB1*14:10 0 239 1169 1370
HLA-DRB1*14:12 0 227 1194 1357
HLA-DRB1*14:13 0 288 1344 1146
HLA-DRB1*14:14 0 122 1142 1514
HLA-DRB1*14:18 0 174 1188 1416
HLA-DRB1*14:54 0 496 1265 1017
HLA-DRB1*15:01 14 246 932 1586
HLA-DRB1*15:02 1 225 1014 1538
HLA-DRB1*15:03 0 150 790 1838
HLA-DRB1*15:04 4 207 951 1616
HLA-DRB1*15:06 14 246 932 1586
HLA-DRB1*15:11 1 167 1023 1587
HLA-DRB1*16:01 1 194 957 1626
HLA-DRB1*16:02 4 355 1126 1293
HLA-DRB1*16:03 1 194 957 1626
HLA-DRB1*16:05 2 198 1061 1517

Alleles are ordered alphabetically.



General binding prediction tendencies for HLA-DRB1

Alleles are ordered alphabetically on the x-axis, while the number of peptides binding with strong (ICso < 50 nM), regular (50 nM < ICsp < 1000 nM) and

weak (1000 nM < ICsp < 5000 nM) binding prediction are displayed on the y-axis.



HLA-DRB1 alleles ordered by number of presented peptides with strong binding prediction
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50 nM) binding prediction and the number of peptides presented are displayed on the y-axis.
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Alleles are ordered on the x-axis by their strong (ICso



HLA-DRB1 alleles ordered by number of presented peptides with regular binding prediction

Alleles are ordered on the x-axis by their regular (50 nM < ICsp < 1000 nM) binding prediction and the number of peptides presented are displayed on the

y-axis.
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HLA-DRBL1 alleles ordered by number of presented peptides with weak binding prediction

Alleles are ordered on the x-axis by their weak (1000 nM < ICso < 5000 nM) binding prediction and the number of peptides presented are displayed on the

y-axis.



Total number of peptides with strong, regular and weak binding predictions for HLA-DQA1/-

DQOB1
ICso < 50 nM 50 NM < ICso S 1000 nM 1000 nM < ICso < 5000 nM _
Strong binders Regular binders Weak binders
HLA-DQA1*05:01/DQB1*02:01 0 162 1052 1564
HLA-DQA1*02:01/DQB1*02:01 0 34 566 2178
HLA-DQA1*02:01/DQB1*02:02 0 34 566 2178
HLA-DQA1*05:01/DQB1*02:03 0 170 1277 1331
HLA-DQA1*05:01/DQB1*03:01 5 231 1108 1434
HLA-DQA1*03:01/DQB1*03:02 0 47 841 1890
HLA-DQA1*02:01/DQB1*03:03 0 253 1093 1432
HLA-DQA1*03:01/DQB1*03:03 0 57 967 1754
HLA-DQA1*03:02/DQB1*03:03 0 57 967 1754
HLA-DQA1*03:01/DQB1*03:04 0 101 1322 1355
HLA-DQA1*03:01/DQB1*03:05 0 49 1341 1388
HLA-DQA1*05:01/DQB1*03:05 0 401 1606 771
HLA-DQA1*03:01/DQB1*03:07 0 47 841 1890
HLA-DQA1*01:03/DQB1*03:19 0 279 1272 1227
HLA-DQA1*01:05/DQB1*03:19 0 38 913 1827
HLA-DQA1*05:05/DQB1*03:19 5 231 1108 1434
HLA-DQA1*03:01/DQB1*04:01 0 27 729 2022
HLA-DQA1*03:03/DQB1*04:01 0 27 729 2022
HLA-DQA1*04:01/DQB1*04:01 0 48 941 1789
HLA-DQA1*04:01/DQB1*04:02 0 48 941 1789
HLA-DQA1*01:01/DQB1*05:01 0 43 498 2237
HLA-DQA1*01:02/DQB1*05:02 0 38 590 2150
HLA-DQA1*01:01/DQB1*05:03 0 12 333 2433
HLA-DQA1*01:03/DQB1*06:01 0 111 1208 1459
HLA-DQA1*01:02/DQB1*06:02 0 123 1130 1525
HLA-DQA1*01:03/DQB1*06:02 0 178 1172 1428
HLA-DQA1*01:02/DQB1*06:03 0 4 264 2510
HLA-DQA1*01:03/DQB1*06:03 0 0 296 2482
HLA-DQA1*01:02/DQB1*06:08 0 7 508 2263
HLA-DQA1*01:02/DQB1*06:09 0 0 5 2773
HLA-DQA1*01:02/DQB1*06:10 0 5 760 2013
HLA-DQA1*01:02/DQB1*06:11 0 77 904 1797
HLA-DQA1*01:03/DQB1*06:11 0 134 1023 1621
HLA-DQA1*01:02/DQB1*06:14 0 0 395 2383

Allele combinations are ordered alphabetically.



General binding prediction tendencies for HLA-DQA1/-DQB1
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Allele combinations are ordered alphabetically on the x-axis, while the number of peptides binding with strong (ICso < 50 nM), regular (50 nM < ICso < 1000
nM) and weak (1000 nM < ICso < 5000 nM) binding prediction are displayed on the y-axis.



HLA-DQA1/-DQB1 alleles ordered by number of presented peptides with strong binding prediction
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Allele combinations are ordered on the x-axis by their strong (ICso < 50 nM) binding prediction and the number of peptides presented are displayed on the
y-axis.



HLA-DQA1/-DQB1 alleles ordered by number of presented peptides with regular binding prediction
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Allele combinations are ordered on the x-axis by their regular (50 nM < ICso < 1000 nM) binding prediction and the number of peptides presented are
displayed on the y-axis.



HLA-DQAL1/-DQB1 alleles ordered by number of presented peptides with weak binding prediction
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Allele combinations are ordered on the x-axis by their weak (1000 nM < ICso < 5000 nM) binding prediction and the number of peptides presented are
displayed on the y-axis.
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