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A*01:02
(~1% globally)
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A*02:01
(~3.2% globally)
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A*02:02
(~1.1% globally)
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A*02:03
(~3.4% globally)
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A*02:05
(~0.91% globally)
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A*02:06
(~2.6% globally)
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A*02:07
(~4.6% globally)
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A*03:01
(~2.9% globally)
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A*03:02
(~0.47% globally)
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A*11:01
(~14% globally)
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A*11:02
(~1.2% globally)
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A*23:01
(~1.8% globally)
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A*24:02
(~6.1% globally)
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A*24:03
(~0.58% globally)
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A*24:07
(~2.4% globally)
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A*25:01
(~0.49% globally)
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A*26:01
(~3.2% globally)
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A*26:02
(~0.13% globally)
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A*26:03
(~0.51% globally)
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A*29:01
(~1.1% globally)
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A*29:02
(~0.9% globally)
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A*30:01
(~2.2% globally)
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A*30:02
(~0.78% globally)
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A*30:04
(~0.38% globally)
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A*31:01
(~4.3% globally)
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A*32:01
(~2.4% globally)
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A*33:01
(~0.99% globally)
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A*33:03
(~4.8% globally)
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A*34:01
(~1.3% globally)
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A*34:02
(~0.34% globally)
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A*36:01
(~0.22% globally)
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A*66:01
(~0.8% globally)
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A*66:02
(~0.072% globally)
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A*68:01
(~2.1% globally)
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A*68:02
(~1.3% globally)
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A*74:01
(~0.59% globally)
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A*80:01
(~0.19% globally)
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B*07:02
(~2.4% globally)
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B*07:04
(~0.013% globally)
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B*07:05
(~2.2% globally)
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B*08:01
(~2.5% globally)
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B*13:01
(~3% globally)
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B*13:02
(~2.5% globally)
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B*14:01
(~0.67% globally)
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B*14:02
(~0.87% globally)
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B*14:03
(~0.025% globally)
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B*15:01
(~3% globally)
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B*15:02
(~4.2% globally)
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B*15:03
(~0.63% globally)
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(~0.49% globally)
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(~0.91% globally)

0 0.09

Pr
es

en
te

d 
SA

R
S−

C
oV
−2

 p
ep

tid
es

 (%
)

0
10

20
30

40
50

15
.8

%
6.

2%

B*15:07 Haplotypes (n=38)

G
lo

ba
l h

ap
lo

ty
pe

 fr
eq

ue
nc

y 
(%

)

4
3

2
1

0



B*15:08
(~0.55% globally)
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(~0.26% globally)
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(~0.59% globally)
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B*15:16
(~0.19% globally)
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(~0.49% globally)
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B*15:18
(~1.3% globally)
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B*15:25
(~1.2% globally)
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B*15:27
(~0.41% globally)
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B*15:32
(~0.76% globally)
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B*18:01
(~1.8% globally)

0 0.12

Pr
es

en
te

d 
SA

R
S−

C
oV
−2

 p
ep

tid
es

 (%
)

0
10

20
30

40
50

6.
6%

1.
2%

B*18:01 Haplotypes (n=358)

G
lo

ba
l h

ap
lo

ty
pe

 fr
eq

ue
nc

y 
(%

)

5
4

3
2

1
0



B*18:03
(~0.12% globally)
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B*27:02
(~0.42% globally)
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B*27:03
(~0.49% globally)
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B*27:04
(~1.2% globally)
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B*27:05
(~0.61% globally)
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B*35:01
(~2.7% globally)
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B*35:02
(~0.62% globally)
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(~3.1% globally)
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B*35:05
(~1.9% globally)
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(~0.39% globally)
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B*37:01
(~2% globally)
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B*38:01
(~1.1% globally)
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B*38:02
(~2.1% globally)
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B*39:01
(~1.2% globally)
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B*39:06
(~0.41% globally)
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B*39:10
(~0.19% globally)
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B*40:01
(~2.6% globally)
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B*40:02
(~3% globally)
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B*40:06
(~2.8% globally)
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B*40:12
(~0.21% globally)
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B*41:01
(~0.48% globally)
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B*41:02
(~0.33% globally)
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B*42:01
(~1.2% globally)
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B*42:02
(~0.27% globally)
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B*44:02
(~1.3% globally)
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B*44:03
(~2.6% globally)

0 0.09

Pr
es

en
te

d 
SA

R
S−

C
oV
−2

 p
ep

tid
es

 (%
)

0
10

20
30

40
50

8.
3%

1.
6%

B*44:03 Haplotypes (n=388)

G
lo

ba
l h

ap
lo

ty
pe

 fr
eq

ue
nc

y 
(%

)

3.
5

3
2.

5
2

1.
5

1
0.

5
0



B*44:05
(~0.17% globally)
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B*44:10
(~0.042% globally)
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B*45:01
(~0.75% globally)
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B*46:01
(~6.1% globally)
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B*47:01
(~0.24% globally)
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B*47:03
(~0.069% globally)
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B*48:01
(~2.1% globally)
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B*48:03
(~1.1% globally)
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B*49:01
(~1.1% globally)
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B*50:01
(~1.3% globally)
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B*51:01
(~2.3% globally)
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B*51:02
(~0.99% globally)
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B*51:07
(~0.29% globally)
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B*51:08
(~0.13% globally)
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B*52:01
(~2.5% globally)
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B*53:01
(~0.86% globally)
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B*54:01
(~1.4% globally)
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B*55:01
(~1.5% globally)
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B*55:02
(~1.2% globally)
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B*56:01
(~1.2% globally)
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B*57:01
(~2.3% globally)
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B*57:02
(~0.18% globally)
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B*57:03
(~0.33% globally)
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B*57:04
(~0.031% globally)
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B*58:01
(~4.1% globally)
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B*58:02
(~0.91% globally)
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B*59:01
(~0.25% globally)
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B*67:01
(~0.23% globally)
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B*78:01
(~0.45% globally)
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B*81:01
(~0.44% globally)
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B*82:01
(~0.078% globally)
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C*01:02
(~7.8% globally)

0 0.38

Pr
es

en
te

d 
SA

R
S−

C
oV
−2

 p
ep

tid
es

 (%
)

0
10

20
30

40
50

5.
5%

0%

C*01:02 Haplotypes (n=718)

G
lo

ba
l h

ap
lo

ty
pe

 fr
eq

ue
nc

y 
(%

)

15
10

5
0



C*02:02
(~1.5% globally)
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C*02:10
(~0.53% globally)
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C*03:02
(~2.6% globally)
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C*03:03
(~2.8% globally)
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C*03:04
(~3.9% globally)

0 0.21

Pr
es

en
te

d 
SA

R
S−

C
oV
−2

 p
ep

tid
es

 (%
)

0
10

20
30

40
50

9.
2%

4.
4%

C*03:04 Haplotypes (n=641)

G
lo

ba
l h

ap
lo

ty
pe

 fr
eq

ue
nc

y 
(%

)

7
6

5
4

3
2

1
0



C*04:01
(~6.4% globally)
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C*04:03
(~2.1% globally)
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C*05:01
(~2.2% globally)
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C*06:02
(~8.3% globally)
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C*07:01
(~3.6% globally)
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C*07:02
(~7.9% globally)
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C*07:04
(~1.8% globally)
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C*08:01
(~5.3% globally)
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C*08:02
(~1.9% globally)
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C*08:03
(~1.3% globally)
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C*08:04
(~0.22% globally)
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C*12:02
(~2.4% globally)
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C*12:03
(~3% globally)
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C*14:02
(~2.1% globally)
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C*14:03
(~0.88% globally)
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